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guideline-based approach to the interpretation of STR mixtures. Forensic Sci. Int. 148: 181-189.
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Perlin, M. W. and Szabady, B. (2001) Linear mixture analysis: a mathematical approach to resolving mixed
DNA samples. J. Forensic Sci. 46(6): 1372-1378.
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Curran, J.M., Gill, P., Bill, M.R. (2005) Interpretation of repeat measurement DNA evidence allowing for
multiple contributors and population substructure. Forensic Sci. Int. 148: 47-53.
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