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Novel microbial genome reveals
extraordinary metabolic versatility
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IST: Microbial Signal Transduction
Database
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(= Microbial Signal Transduction Database - Windows Internet Explorer
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Microbial Signal Transduction Database

What is MiST?
The Microbial Signal Transduction database contains the signal transduction proteins for 575 complete bacterial and archaeal organisms. These are identified using various domain profiles that direct

How do I cite MiST?

If you use information from the MiST database in your research, please cite:

o MIST: a microbial signal transduction databage.
Luke E. Ulrich and Igor B. Zhulin
Nucleic Acids Research, 2007, 35:D386-D390.

Definitions of microbial signal transduction implemented in MiST are described in: Featu red In FACU LTY OF 1000
* One-component systems dominate signal transduction in prokaryotes.
Luke E. Ulrich, Eugene V. Koonin, and Igor B. Zhulin
Trends in Microbiology, 2005, 13:52-56.

How do I use MiST?
Typically this involves navigating to an organism of interest and then exploring its signal transduction proteins:
1. Taxonomy based organism selector - browse through a taxonomic tree to locate one or more organisms of interest

2. List of bacteria in MiST - view the list of organisms currently loaded into MiST
3. Query MiST directly: ® Organism O GI number (O Locus

Need some help?
Visit the information page for additional information about how to use MiST more effectively.

Comments? Suggestions?
‘You may submit feedback or other comments from the User Feedback page. We are very grateful for any comments that you may have concerning MiST.

Copyright © 2006 - Luke Ulrich

Security notice

L. E. Ulrich and I. B. Zhulin (2007) Nucleic Acids Res. 35: D386-D390
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New computational study reveals novel
conserved features in chemoreceptors
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Proceedings of the National Academy of Sciences of the United States of America

Mediating antiautophagic
action of insulin

Dynamics of methane pair in water

Calcineurin pathway gene and schizophrenia
Conserved features of microbial chemoreceptors

Marine photosynthetic gammaproteobacteria

WWW.pnas.org

From the cover:

' | Evolutionary genomics reveals

conserved structural determinants
of signaling and adaptation in
microbial chemoreceptors.

R. P. Alexander and I. B. Zhulin (2007)
Proc. Natl. Acad. Sci. USA 104:
2885-2890
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New computational study reveals novel
conserved features in chemoreceptors

OAK
RIDGE

National Laboratory

Georgia
Tech

| — |

R. P. Alexander and I. B. Zhulin (2007) Proc. Natl. Acad. Sci. USA 104: 2885-2890
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Computational prediction of a novel
sensor in all domains of life
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OXFORD JOURNALS
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Oxford Journals > Life Sciences > Bioinformatics > Bioinformatics Advance Access > 10.1093/bioinformatics/btm3384

Bioinformatics Advance Access published online on September 12,2007
Bioinformatics, doi:10.1093/bioinformatics/btm384

@ The Author (2007). Published by Oxford University Press. All richts reserved. For
Permissions, please email: journals permissions@oxfordjournals.org

FIST: a sensory domain for diverse signal
transduction pathways in prokaryotes and
ubiquitin signaling in eukaryotes
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Igor B. Jouline (Zhulin) Ph.D.
Joint Institute for Computational Sciences
The University of Tennessee—OQOak Ridge National Laboratory

Associate Professor
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