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weight proteinase from the hyperthermophile Sulfolobus shibatae. (1995) The FASEB Journal, 
9:1259.  

271. Karpova E, Kubareva E, Petrauskene O, Joachimiak A. Peculiarity of the recognition and 
cleavage by restriction endonuclease EcoRII. (1995) The FASEB Journal, 9:834. 

272. Quaite-Randall E, Trent J, Josephs R, Joachimiak A.  The conformational cycle of a CCT-like 
chaperonin from Sulfolobus shibatae. (1995) The FASEB Journal, 9:51. 

273. Joachimiak A, Knowlton J, Quaite-Randall E.  Formation of stable complexes between 
proteins and the chaperonin from Thermus aquaticus. (1995) The FASEB Journal, 9:52. 

274. Kagawa H, Osipiuk J, Quaite-Randall E, Joachimiak A, Trent J.  A novel subunit discovered in 
the hetero-oligomeric chaperonin of the hyperthermophilic archaeon, Sulpolobus shibatae. 
(1995) The FASEB Journal, 9, 50. 

275. Shu D, Toellner TS, Alp EE, Maser J, Mancini D, Lai B, McNulty I, Joachimiak A, Lee P, Lee 
WK, Cai Z, Lee SH, Han Y, Preissner C, Ginell S, Alkire R, Schuessler R. High-precision 
positioning mechanism development at the Advanced Photon Source, (2003) 2nd International 
Workshop on Mechanical Engineering Design of Synchrotron Radiation Equipment and 
Instrumentation (MEDSI02) ANL, (MEDSI02), 214 – 222.  
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Abstracts 
 
Published over 250 abstracts in journal proceedings.  
 

Structures deposited to Protein Data Bank 
 
Coauthored over 1850 protein, DNA, RNA and protein-DNA complexes 
 
Patents 
 

1. Donnelly MI, Joachimiak A. Methods for production of proteins in host cells. Patent 6,677,139 
issued on O1-13-2004.   

2. Collart F, Huberman EM, Joachimiak A, Zhang RG, Westbrook EM. Crystals, molecular 
complexes, and methods of developing lead compounds for inhibitors of bacterial IMPDH. 
Patent 6,826,488 issued on 11-30-2004. 

3. Shu D, Joachimiak A, Preissner C, Nocher D, Han Y, Barraza J, Lee P, Lee WK, Cai Z, Ginell 
S, Alkire R, Schuessler R. Robot based automation system for cryogenic sample mounting. 
Patent 7,162,888 issued on 01-16-2007.   

4. Lazarski KZ, Joachimiak A. Automatic cryoloop alignment for protein crystals. Patent 
7,438,472 issued on 10-21-2008. 
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Co-organizer of international conferences and workshops (past 5 years) 
 

1. Chair, Automated Structure Determination using HKL2000, Argonne, Jan. 2006 
2. Co-Chair, Keystone Structural Genomics Meeting, January, 2006 
3. Chair, MCSG Annual meeting, Argonne, May, 2006 
4. Session Chair, International Conference on Structural Genomics, Beijing/Tokyo, October 2006 
5. Chair, MCSG Annual meeting, Argonne, March, 2007 
6. Session Chair, Structural Genomics, Keystone, 2008 
7. Session Chair, Biophysical Society Annual Meeting, Long Beach, 2008 
8. Chair, MCSG Annual meeting, Argonne, March, 2008 
9. Session Chair, International Conference on Structural Genomics, Oxford, England, 2008 
10. SBC SAC Meeting, Argonne, 2009 
11. MCSG Annual meeting, Argonne, 2009 
12. HKL Workshop, Argonne, 2009 
13. Session Chair, Structural Genomics, Keystone, 2010 
14. Session Chair, co organizer, NIH Workshop, Salvage Pathways in Structure Determination, 

2010, Bethesda,  
15. Session Chair, CMD23, 2010, Warsaw 
16. Chair, MCSG Annual meeting, Argonne, March, 2010 
17. SBC SAC Meeting, Argonne, 2010 
18. Chair, MCSG Annual meeting, Argonne, 2011 
19. Session Chair, Multi-Pole Approach to Structural Biology, Warsaw, 2011 
20. Session Chair, High-Throughput Structural Biology, Keystone, 2012 

 
Invited speaker and other meetings (past 5 years) 
 

1. Keystone Structural Genomics Meeting, January, 2006 
2. Keystone Symposium on Structure Based Drug Discovery, Whistler, April 2006, 
3. 11th Annual Sealy Structural Biology Symposium, University of Texas, Galveston, May, 2006 
4. PSI Target Selection Workshop, Bethesda, June 2006 
5. CLS User meeting, June 2006 
6. International Conference on Structural Genomics, Beijing/Tokyo, October 2006 
7. Integrated Center for Structure and Function Innovation, Virginia, October 2006 
8. GLRCE Annual Meeting, November 2006 
9. PSI Annual Meeting, Bethesda, December 2006 
10. PSI Bottleneck Meeting, Bethesda, March 2007, 
11. Advanced Photon Source User Meeting, Argonne, May 2007 
12. Biophysics of Ligand Binding to Drug Targets, Strasbourg, 2007 
13. Midatlantic Crystallographic Meeting, Keynote Speaker, Charlottesville, June 2007 
14. 9th International Conference on Biology and Synchrotron Radiation, Manchester, August, 

2007 
15. Modeling of Protein Interactions Conference, Lawrence, 2007 
16. PSI Assessment, Bethesda, 2007 
17. PSI Annual Meeting, Bethesda, 2007 
18. Structural Genomics, Keystone, 2008 
19. Biophysical Society Annual Meeting, Long Beach, 2008 
20. Am. Soc. of Microbiol. Biodefense and Emerging Diseases Research Meeting, Baltimore, 

2008 
21. National RCE Meeting, Chicago, 2008 
22. Workshop on Biological Annotation of Novel Proteins, La Jolla,  2008 
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23. Workshop on Applications of Protein Models in Biomedical Research, San Francisco, 2008 
24. Synchrotrons and Lasers for Structural Systems Biology, Hamburg, 2008 
25. IUCr Congress, Keynote Lecture, Osaka, Japan, 2008 
26. International Conference on Structural Genomics, Oxford, England, 2008 
27. Integrated Center for Structure and Function Innovation, ANL, 2008 
28. APS Workshop, ANL, 2008 
29. Metagenomics Meeting, San Diego, 2008 
30. GLRCE Annual Meeting, Hilton Head, 2008 
31. PSI-2 annual meeting, Washington DC, 2008 
32. PSI Structural Genomics Workshop, Washington DC, 2008 
33. DOE GTL meeting, Washington DC, 2009 
34. Enabling Technologies for Structural Biology Workshop, Washington DC, 2009 
35. 7th ASM Biodefence and Emerging Diseases Research meeting, Baltimore, 2009 
36. CSGID Annual Meeting, Chicago, 2009 
37. NSLS-II Advisory Board meeting, Brookhaven, 2009 
38. HKL Workshop, Argonne, 2009 
39. ACA Meeting, Toronto, 2009 
40. Membrane Protein NIH Road Map meeting, San Francisco, 2009 
41. CSGID/SSGCID joint planning meeting, Seattle, 2009 
42. ISFI Annual meeting, Berkeley, 2009 
43. NCMI Advisory Meeting, Houston, 2009 
44. Gene-2009, China, 2009 
45. Keystone, Structural Genomics and Structural Biology, 2010 
46. ALS Biology Review, 2010, Berkeley 
47. APS_MX_review 2010, Argonne 
48. DOE BER Genomic Sciences Contractor Workshop, Washington D.C. 2010 
49. DOE/BER Grand Challenge Workshop, Washington D.C. 2010 
50. BSR_MASR_2010, Melbourne, Australia 
51. NIH Workshop, Salvage Pathways in Structure Determination, 2010, Bethesda,  
52. ASBMB, 2010, Anaheim, 
53. MCSG annual meeting, 2010, Argonne,  
54. ACA Meeting, 2010, Chicago, key note lecture, 
55. PSI:Biology Kickoff Meeting, 2010, Bethesda,  
56. CMD23, 2010, Warsaw 
57. CSGID/SSGCID joint planning meeting, Chicago, 2010 
58. PDB Advisory Meeting, 2010, Rutgers Univ. 
59. NCMI Advisory Meeting, Houston, 2010 
60. Modeling Protein Interactions, Lawrence, 2010 
61. PSI:Biology annual meeting, Washington DC, 2010 
62. University of Missouri, Columbia, 2011, 
63. MCSG annual meeting, 2011, Argonne,  
64. CSGID Annual Meeting, 2011, Chicago,  
65. Genomic Science Annual Contractor-Grantee Workshop, 2011, Washington, 
66. Mexican Synchrotron User Meeting, 2011, Mexico. 
67. International Structural Genomics Conference, ISCO, 2011, Toronto, 
68.  SSGID/CSGID Programmatic Meeting, 2011, Seattle,  
69. CELS, UofC Review, 2011, Argonne 
70. Zing Conference Protein and RNA Structure Prediction, 2011, Mexico 
71. PSI:Biology Annual Meeting, Washington DC, 2011 
72. PepTalk, Higher Throughput Protein Purification, San Diego, 2012 
73. High-Throughput Structural Biology, Keystone, 2012 
74. International Conference on Metabolomics, San Francisco, 2012 



 24 

75. MCSG Annual Meeting, Argonne, 2012 
76. CSGID Annual Meeting, Chicago, 2012 
77. APS User Meeting, Workshop APCF: Crystals, Robots and X-rays, Argonne, 2012 
78. LCS Workshop, Argonne, 2012 
79. Jagiellonski University Seminar, Krakow, 2012 
80. Students Seminar Series, ANL, 2012 
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