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HL-60 leukemia cells. In: "Cell Biology: A Laboratory Handbook" J.E. Celis, Ed.
Academic Press, San Diego, CA, pp. 233-238, 1997.

7. Collart, F.R., Tonetti, D.A. and Huberman, E. The control of multiplication and
differentiation in human myelomonocytic leukemia cells. In: "Regulation of Cell Growth,
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T. R. Tritton, eds., NATO ASI Series, Springer-Verlag, Berlin, Vol H99, 113-128, 1996.

Huberman, E., Glesne, D., and Collart, F.R. Regulation and Role of Inosine 5'-
monophosphate dehydrogenase in cell replication, malignant transformation, and
differentiation. In: "Purine and Pyrimidine Metabolism in Man, VIII", A. Sahota and M.
Taylor, Eds. Plenum Press, New York, 1995, pp. 741-746.

Huberman, E., Tonetti, D.A., Horio, M., Murao, S., and Collart, F.R. The control of cell
multiplication and differentiation in human myelomonocytic cells. In: "Specific Approaches
to Cancer Therapy; Differentiation, Immunomodulation and Angiogenesis", N.
D'Alessanddro, E. Mihich, L. Rausa, H. Tapiero, T. R. Tritton, eds., NATO ASI Series, Vol.
H75, pp. 17-23 1993.

Collart, F.R. and Huberman, E. Amplification of the IMP dehydrogenase gene in
mammalian cells. In: "Gene Amplification in Mammalian Cells", R. Kellems, Ed., Marcel
Dekker, Inc., (New York), pp 149-158, 1992.

Murao, S., Collart, F.R., and Huberman, E. A protein complex expressed during terminal
differentiation of monomyelocytic cells is an inhibitor of growth. In: "The Status of
Differentiation Therapy of Cancer", Vol. I1I, Waxman & Rossi, Eds., Raven Press, (New
York, Rome) 1991.

Huberman, E. and Collart F.R. Somatic mutation and cell differentiation in neoplastic
transformation. Proceedings of the 8th International Congress of Radiation Research,
Edinburgh, 519-525, July, 1987.

Co-author structures deposited in Protein Data Bank (182)

1160 1I6N 1K6D 1KYH 1M3S 1MK4 INC5 1ING6 INNI INPY INRWINSL 1PZX
1Q77 1R1D 1R4V 1R61 1R7L 1R8K 1RKT 1RLJ 1RXQ 1S3] 1S4K 1S9U 1SF9

1SFS 1T0B 1TOT 1T33 1T5B 1T6A 1T6eT 1T8H 1TO9 1TWU 1U14 1U61 1U7N
1U84 1U8X 1U9C 1UFH 1VPD 1VR4 1X7F 1X87 1XA0 1XAF 1XDZ 1XG8 1XHD
IXIZ 1XIC 1XM7 1XPJ 1XR4 1XV2 1Y10 1Y2l 1Y71 1Y/R 1Y7U 1Y9K 1Y9W
1YB4 1YHF 1YLF 1YLN 1YLX 1YQG 1YSJ 1YWQ1YX2 1YXY 1YYV 1YZF 1YZH
1205 1Z0P 1Z0X 1267 1Z6M 1Z7U 129U 1ZF]) 1ZKP 1ZMA 1ZPV 1ZSW 1ZVP
2A5Z 2A67 2AE6 2AE8 2AEE 2AG8 2AH5 2AHR 2Al4 2AMF 2AN1 2A09 2AP1
2APL 2ARH 2ATR 2AUA 2AZ4 2AZW 2B06 2B20 2B67 2B6C 2B81 2BAS 2BBE
2CSG 2D7V 2D9R 2EW2 2EWC 2F06 2F7W 2F7Y 2F9H 2FB0 2FB1 2FB5 2FB6
2FCJ 2FG1 2FI0 2FI1 2FI9 2FIA 2FOR 2FUV 2FZV 2GJV 2GTQ 2GX8 2H1I

2H1) 2HIN 210Z 2061 20EQ 20KQ 20L5 20MK20SU 2POK 3PR1 2W27 3BV6
2JAB 2349 3KRV 3N55 3NJF 3NJH 3NJG 3NJN 3NJM 3NJL 3NJK 3NJJ  3NJI

3QWU3RPW 3SGO 3SNR 3TON 3TX6 3UKJ 3UKO 4DQD 4EVS 4EVR 4EVQ 4FCL

PROFESSIONAL ACTIVITIES
External Committees

DOE’s Biological Systems Science Division’s 2011 Committee of Visitors Review Panel
Reviewer for DOE Early Career Research Program, 2011 FY
Steering Committee member for the CAFAE project organized by DOE-BER.



e American Cancer Society, Illinois Division Research Advisory Committee ~ 1998-Present

o Reviewer for DOE SBIR proposals in FY08

e Molecular Biology and Genetics-2 (MBG-2). Peer review panel of the 2008 Prostate Cancer

Research Program (PCRP), of the Congressionally Directed Medical Research Programs
(CDMRP), Department of Defense (DOD)

e SER-CAT Sector Review Panel, Advanced Photon Source July 11, 2006.
e GMCA-CAT Sector Review Panel, Advanced Photon Source July 12, 2006.
e Medical Advisory Board of the Leukemia Research Foundation 1996-2004

e U.S. Department of Energy, Small Business Innovation Research (SBIR) and Small Business

Technology Transfer (STTR) Program 2004, 2006, and 2008.

Recent Laboratory Committees

Institutional Biosafety Committee 2011-present
Directors Grand Challenge Review Committee 2009-present
Bioscience Promotion Committee, Chair 2008-present
Safety committee 1996-present
BIO Strategic Planning Working Group 2009-present

Reviewer -Laboratory Strategic LDRD Program 2011 FY
Planning Committee - for the Environmental Molecular
Microbiology Workshop 2011 FY

Manuscript review

Editor for BMC Genomics: Functional Annotation Supplement. This supplement seeks to
consolidate the methods development and experimental outcomes originating from the DOE-
BER sponsored Annotation Validation Program into a formal publication.

Manuscript reviewer for Analytical Biochemistry, Applied and Environmental Microbiology,
Biochemistry, Biotechniques, Cancer Letters , Chemical Reviews, Journal of Biological

Chemistry, Journal of Structural and Functional Genomics, Nucleic Acids Research, Proceedings

or the National Academy of Science, Protein Science, Protein Expression and Purification.

Invited Lectures (last 5 years)

1. Binding Profiles and Crystal Structures of Bacterial Solute Binding Proteins for
Transport of Aromatic Products of Lignin Degradation. Genomic Sciences Contractor-
Grantee Meeting. Breakout Session C : Biological Structure Research in the Genomic
Science Program, February 26-29 2012, Bethesda, Maryland

2. Transporter proteins: llluminating the cellular interface with the environment. Northern
Illinois University, DeKalb, IL November 4, 2011.

3. Functional Characterization by Mapping Protein:Ligand Interactions. Genomic Sciences
Contractor-Grantee Meeting. Breakout Session C Databases and Functional Annotation,

April 1-13 2011, Crystal City, VA.

10



10.

11.

12.

13.

14.

15.

Deep Sequencing of Symbionts. Basidiomycetes Genomics Jamboree, Walnut Creek,
CA, March 21, 2011.

Tools for Functional Characterization of Complex Systems. Foundational Scientific
Focus Area Project Kick-Off Meeting, Environmental Molecular Sciences Facility at
PNNL, Richland, WA, June 8-9, 2010

Experimental Validation of Annotations. Collart, F.R. Critical Assessment of Functional
Annotation Experiment (CAFAE). Crystal City, Virginia, May 18-19, 2010. Invited
Speaker.

Bridging the Gap between Genomes and Systems Biology. Biological Sciences Division,
PNNL, Richland, WA, November 12, 2009

Molecular Approaches for Elucidation of Sensory and Response Pathways in Cells.
Pacific Northwest National Lab, April 2, 2009

Biochemical Approaches for Functional Annotation of Proteins. Genomics: GTL
Contractor-Grantee Workshop VII. February 8-11, 2009, Washington DC

Mapping Ligands And Binding Proteins To Improve Protein Stability And Identify
Functional Characteristics. CHI Protein Expression Conference, San Diego, CA, January
13-16, 2009

High Throughput Biochemical Approaches for Functional Annotation of Proteins.
University of Alabama at Huntsville. September 12, 2008.

Zebrafish Protein and Antibody Core. 8th International Meeting on Zebrafish
Development and Genetics. University of Wisconsin, Madison, WI, June 25-29, 2008.
Functional Annotation Strategies, 2008 Genomics: GTL Workshop, February 11-14th,
2007, Bethesda, Maryland.

Domain Boundary Approaches to Improve Protein Solubility, The 2007 Protein Structure
Initiative “Bottlenecks” Workshop, Natcher Conference Center, NIH Campus — 45
Center Drive, Bethesda, Maryland 20892, March 19-20.

Development of Genome-Scale Expression Methods, 2007 Genomics: GTL Workshop,
February 11-14th, 2007, Bethesda, Maryland.

Workshops (last 2 years)

Workshop Invitee - Basidiomycetes Genomics Jamboree, Walnut Creek, CA, March 21,
2011.

Workshop Invitee - 2010 Genomics: GTL Workshop. February 7-10, 2010, Bethesda, MD.

Workshop Invitee - DOE Office of Science Graduate Fellowship Research Meeting. Argonne
national Lab, Lemont, IL, August 8-10, 2010

Workshop Invitee - Knowledgebase Systems Development Workshop, Arlington, VA, June
1-3, 2010.

Workshop Invitee - Challenges in Environmental Molecular Microbiology (CEMM)
Workshop. Argonne National Laboratory. February 26-17, 2010

PROFESSIONAL SOCIETIES:

Sigma Xi
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American Association for Cancer Research
American Society for Microbiology

HONORS AND AWARDS

Argonne Pacesetter award, 2009
Argonne Pacesetter award, 2005
Argonne Pacesetter award, 2003
Department of Chemistry Alumnus of the Year, 1999, Bowling Green State University

PATENTS

1.

US Patent 5,665,583: issue date September 9, 1997. Methods and Materials Relating to
IMPDH and GMP Production. . F.R Collart and E. Huberman.

US Patent 6,147,194: issue date November 14, 2000. Eukaryotic IMPDH polynucleotide
and antibody compositions. F.R Collart and E. Huberman.

US Patent 6,153,398: issue date November 28, 2000. Method to identify specific
inhibitors of IMP dehydrogenase. F.R Collart and E. Huberman.

US Patent 6,479,628: issue date November 12, 2002. Methods and Materials Relating to
IMPDH and GMP Production (Continuation). Inventors, F.R. Collart and E. Huberman.
Inventors: F.R. Collart, E. Huberman.

US Patent 6,826,488, issue date November 30, 2004, Crystals, molecular complexes, and
methods of developing lead compounds for inhibitors of bacterial IMPDH. Inventors:
F.R. Collart, E. Huberman, A. Joachimiak, E.M. Westbrook, and R. Zhang

LICENSE AGREEMENTS

Aginimoto

Bristol-Myers Squibb

Roche Diagnostics Corporation
Novadrug, LLC

INVENTION REPORTS/SOFTWARE DISCLOSURES:

ANL-IN-86-72 Plant or Animal Organism with Increased Amounts of GMP.

F.R. Collart and E. Huberman

ANL-IN-88-18 Synthetic DNA Construct, Cells, and Artificial Animals

F.R. Collart and E. Huberman

ANL-IN-90-66 Method for Detecting Tumor Cells.

F.R. Collart and E. Huberman

ANL-IN-94-032 New Material Relating to IMPDH and GMP Production.

F.R. Collart, E. Huberman, J. Osipiuk, and J. D. Trent

ANL-IN-94-068 DNA sequence from Arabidopsis thaliana.
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ANL-IN-97-053

ANL-IN-98-058

ANL-IN-00-014

ANL-IN-00-02

ANL-IN-00-083

ANL-SF-03-22

ANL-SF-09-089

F.R. Collart, E. Huberman, J. Osipiuk, and J. D. Trent

A Method to Identify Specific Inhibitors of IMP Dehydrogenases.

F.R. Collart and E. Huberman

A Method to Design Drugs for the Inhibition of Microbial Growth.

F.R. Collart, E. Huberman, A. Joachimiak, E.M. Westbrook, and R. Zhang
Universal Genomic Detector: A Generic Method for Identification and
Comparison of Genomic Material. F. Stevens and F.R Collart.

Inhibitors of microbial IMPDH enzymes

F.R. Collart, E. Huberman, A. Joachimiak, E.M. Westbrook, and R.
Zhang

Method to optimize recombinant protein expression

F.R. Collart, M. Donnelly, and L. Stols.

Express Primer Tool for High-throughput Gene Cloning and Expression
F.R. Collart, Gu, M., Laible, P. D., Scott, H.N, Stevens, F.J., and Yoon, J
Hermaion ZenoBridge, ZenoArrow and GeneShaper.

P.E. Larsen and F.R. Collart.
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