Hierarchical Clustering

Hierarchical clustering allow user to create hierarchical clustering by using a number of
different closeness computations, which includes Squared Chi-Squared Distance,
Canberra distance, Eucilean distance, Cosine distance, Pearson correlation, and
combination of Eucilean distance and the correlation. The clustering can be applied to
samples or genes.
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User may right click mouse over the cluster node to assign color to the cluster or flip the

underlying two leafs.



