WSDL pug_soap.cgi?wsdl

WSDL location: http://pubchem.ncbi.nim.nih.gov/pug_soap/pug_soap.cgi?wsdl
targetnamespace:  http://pubchem.ncbi.nlm.nih.gov/

services  bindings porttypes messages types

PUG  PUGSoap PUGSoap AssayDownloadSoaplin AnyKeyType
AssayDownloadSoapOut ArrayOfint
DownloadSoapln ArrayOfString
DownloadSoapOut ArrayOfTargets
GetAssayColumnDescriptionSoapin AssayColumnsType
GetAssayColumnDescriptionSoapOut AssayDescriptionType
GetAssayColumnDescriptionsSoapln AssayDownload
GetAssayColumnDescriptionsSoapOut AssayDownloadResponse
GetAssayDescriptionSoapln AssayFormatType
GetAssayDescriptionSoapOut AssayTargetType
GetDownloadUrISoapin ColumnDescriptionType
GetDownloadUrlSoapOut CompressType
GetEntrezKeySoapin Download
GetEntrezKeySoapOut DownloadResponse
GetEntrezUrlSoapln EntrezKey
GetEntrezUrlSoapOut FormatType
GetlDListSoapln GetAssayColumnDescription
GetlIDListSoapOut GetAssayColumnDescriptionResponse
GetListltemsCountSoapln GetAssayColumnDescriptions
GetListltemsCountSoapOut GetAssayColumnDescriptionsResponse
GetOperationStatusSoapln GetAssayDescription
GetOperationStatusSoapOut GetAssayDescriptionResponse
GetStandardizedCIDSoaplIn GetDownloadUrl
GetStandardizedCIDSoapOut GetDownloadUrIResponse

GetStandardizedStructureBase64Soapln  GetEntrezKey
GetStandardizedStructureBase64SoapOut  GetEntrezKeyResponse

GetStandardizedStructureSoapln GetEntrezUrl
GetStandardizedStructureSoapOut GetEntrezUrIResponse
GetStatusMessageSoapln GetlDList
GetStatusMessageSoapOut GetlIDListResponse
IdentitySearchSoapln GetListltemsCount
IdentitySearchSoapOut GetlListltemsCountResponse
InputAssaySoapln GetOperationStatus
InputAssaySoapOut GetOperationStatusResponse
InputEntrezSoapln GetStandardizedCID
InputEntrezSoapOut GetStandardizedCIDResponse
InputListSoapln GetStandardizedStructure
InputListSoapOut GetStandardizedStructureBase64
InputListTextSoapln GetStandardizedStructureBase64Response
InputListTextSoapOut GetStandardizedStructureResponse
InputStructureBase64Soapln GetStatusMessage
InputStructureBase64SoapOut GetStatusMessageResponse
InputStructureSoaplin HeadingType
InputStructureSoapOut IdentitySearch

MFSearchSoapin IdentitySearchOptions




service PUG

MFSearchSoapOut
ScoreMatrixSoapln
ScoreMatrixSoapOut
SimilaritySearch2DSoapln
SimilaritySearch2DSoapOut
StandardizeSoapln
StandardizeSoapOut
SubstructureSearchSoapin
SubstructureSearchSoapOut
SuperstructureSearchSoaplin
SuperstructureSearchSoapOut

IdentitySearchResponse

IdentityType
InputAssay
InputAssayResponse

InputEntrez
InputEntrezResponse

InputList
InputListResponse

InputListText
InputListTextResponse

InputStructure
InputStructureBase64
InputStructureBase64Response

InputStructureResponse
LimitsType
MatrixFormatType
MFSearch
MFESearchOptions
MFESearchResponse
PCIDType

ScoreMatrix
ScoreMatrixResponse
ScoreTypeType
SimilaritySearch2D
SimilaritySearch2DResponse
SimilaritySearchOptions
Standardize
StandardizeResponse

StatusType

StereoType
StructureSearchOptions

SubstructureSearch
SubstructureSearchResponse
SuperstructureSearch
SuperstructureSearchResponse

TestedConcentrationType

diagram

[ & puG

@ PLES0ap

Locakion: http: /i pubchem. nchi,nir, nik oy pug_soap)pug_soap.cai

ports

PUGSoap

binding  tns:PUGSoap

extensibility ~ <soap:address location="http://pubchem.ncbi.nlm.nih.gov/pug_soap/pug_soap.cgi'/>

source

<wsdl:service name="PUG">

<wsdl:port name="PUGSoap" binding="tns:PUGSoap">

<soap:address location="http://pubchem.ncbi.nlm.nih.gov/pug_soap/pug_soap.cgi"/>

</wsdl:port>
</wsdl:service>




complexTy,

pe AnyKeyType

diagram =
9 [Anyl-{emire I:ll]—(—n-—jEI—Fms:Anyﬁey
namespace | http://pubchem.ncbi.nim.nih.gov/
children | tns:AnyKey
used by elements GetOperationStatus GetStatusMessage
source | <s:complexType name="AnyKeyType">
<s.sequence>
<s:element name="AnyKey" type="s:string"/>
</s:sequence>
</s:complexType>
complexType ArrayOfint
diagram =
Y (Arrayﬂﬂnt [Tl:l—[—-ﬂ—jzl—':ms:im ”
1.
namespace | http://pubchem.ncbi.nim.nih.gov/
children | tns:int
used by elements  GetIDListResponse/IDList InputList/ids
source | <s:complexType name="ArrayOfInt">
<s:.sequence>
<s:element name="int" type="s:int" maxOccurs="unbounded"/>
</s:sequence>
</s:complexType>
complexType ArrayOfString
diagram =
9 [Arrayﬂfstring [%]—(—H-—:E—I:ms:string ”
1=
namespace | http://pubchem.ncbi.nim.nih.gov/
children | tns:string
used by elements AssayDescriptionType/Comment AssayDescriptionType/Description ColumnDescriptionType/Description
AssayDescriptionType/Protocol
source | <s:complexType name="ArrayOfString">
<s.sequence>
<s:element name="string" type="s:string" maxOccurs="unbounded"/>
</s:sequence>
</s:complexType>
complexType ArrayOfTargets
diagram L
9 (Arrayﬂﬂargets ['l]—(—--—:EI—| tns:Target
1.0
namespace | http://pubchem.ncbi.nim.nih.gov/
children | tns:Target




used by element AssayDescriptionType/Targets

source | <s:complexType name="ArrayOfTargets">
<s:sequence>
<s:element name="Target" type="tns:AssayTargetType" maxOccurs="unbounded"/>
</s:sequence>
</s:complexType>

complexType AssayDescriptionType

diagram s

L
[x]
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E
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=
ez

(Assay[lescriptiolﬂype |:'l:|_(_..._ [=]
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L-4 nstMethod !
Vo

i

i

1

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:Name tns:Description tns:Protocol tns:Comment tns:NumberOfTIDs tns:HasScore tns:Method tns:Targets

used by element GetAssayDescriptionResponse/AssayDescription

source | <s:complexType name="AssayDescriptionType">
<s:sequence>
<s:element name="Name" type="s:string" minOccurs="0"/>
<s:element name="Description" type="tns:ArrayOfString" minOccurs="0"/>
<s:element name="Protocol" type="tns:ArrayOfString" minOccurs="0"/>
<s:element name="Comment" type="tns:ArrayOfString" minOccurs="0"/>
<s:element name="NumberOfTIDs" type="s:int"/>
<s:element name="HasScore" type="s:boolean"/>
<s:element name="Method" type="s:string" minOccurs="0"/>
<s:element name="Targets" type="tns:ArrayOfTargets" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType AssayTargetType

diagram

“tns Hi

[AssayTargetTmre I:Tl]—(—"-— =

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:gi tns:Name

used by element  ArrayOfTargets/Target

source | <s:complexType name="AssayTargetType">
<s:sequence>
<s:element name="gi" type="s:int"/>




<s:element name="Name" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType ColumnDescriptionType

diagram = -
tns:Heading

(Colunm[les{:riutionTm:re ['l]—(—-ﬂ—)EI— """""""""" :

L- -E'tns:A{:ﬁueCon{:eMraﬁon E

namespace | http://pubchem.ncbi.nlm.nih.gov/

children | tns:Heading tns:TID tns:Name tns:Description tns:Type tns:Unit tns:TestedConcentration tns:ActiveConcentration

elements GetAssayColumnDescriptionResponse/ColumnDescription

used b e L
y GetAssayColumnDescriptionsResponse/ColumnDescription

source | <s:complexType name="ColumnDescriptionType">
<s:sequence>
<s:element name="Heading" type="tns:HeadingType"/>
<s:element name="TID" type="s:int" minOccurs="0"/>
<s:element name="Name" type="s:string"/>
<s:element name="Description" type="tns:ArrayOfString" minOccurs="0"/>
<s:element name="Type" type="s:string"/>
<s:element name="Unit" type="s:string" minOccurs="0"/>
<s:element name="TestedConcentration" type="tns:TestedConcentrationType" minOccurs="0"/>
<s:element name="ActiveConcentration" type="s:boolean" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType EntrezKey

diagram

“tnzzudb

[Elrtrezl'{ey [T']_(_..._ =

“tnsmwebheny

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:db tns:key tns:webenv

used by elements InputEntrez/EntrezKey GetEntrezKeyResponse/EntrezKey GetEntrezUrl/EntrezKey

source | <s:complexType name="EntrezKey">
<s:sequence>
<s:element name="db" type="s:string"/>
<s:element name="key" type="s:string'/>




<s:element name="webenv" type="s:string"/>
</s:sequence>
</s:complexType>

complexType ldentitySearchOptions

diagram

Etn.s:«al-tlue:rrtit;..r

[I{IelrtitySearcthtions I:%]—(—"-— =

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:eldentity tns:ToWebEnv

used by element IdentitySearch/idOptions

source | <s:complexType name="IdentitySearchOptions">
<s:sequence>
<s:element name="eldentity" type="tns:ldentityType"/>
<s:element name="ToWebEnv" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType LimitsType

diagram fmm e mmmm

= [}
r-4 hsiseconds !
1

(LimitsTmre [TI:I—(—-H—E- -|+ -
:

- -EEtn s:ListKey

namespace | http://pubchem.ncbi.nlm.nih.gov/

children | tns:seconds tns:maxRecords tns:ListKey

elements IdentitySearch/limits SubstructureSearch/limits SuperstructureSearch/limits SimilaritySearch2D/limits

used by MFSearch/limits

source | <s:complexType name="LimitsType">
<s:sequence>
<s:element name="seconds" type="s:int" minOccurs="0"/>
<s:element name="maxRecords" type="s:int" minOccurs="0"/>
<s:element name="ListKey" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType MFSearchOptions

diagram =
nzAllowOtherElements

[MFSear{:thtions [Tl]—(—-ﬂ—

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:AllowOtherElements tns:ToWebEnv

used by element  MFSearch/mfOptions

source | <s:complexType name="MFSearchOptions">
<s:sequence>




<s:element name="AllowOtherElements" type="s:boolean"/>
<s:element name="ToWebEnv" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType SimilaritySearchOptions

diagram

=tn=:threshold

[SimilaritySear{:hﬂptions |:'T:|_[_..._ =]

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:threshold tns:ToWebEnv

used by element  SimilaritySearch2D/simOptions

source | <s:complexType name="SimilaritySearchOptions">
<s:sequence>
<s:element name="threshold" type="s:int"/>
<s:element name="ToWebEnv" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType StructureSearchOptions

diag.am | grmmmssee-—mm-----oe

-r---
[
-L_

[Stnu:tureSearchOutions ['l]—(—--—:EF -|+ - -EEms:

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:Matchlsotopes tns:MatchCharges tns:MatchTautomers tns:RingsNotEmbedded tns:SingeDoubleBondsMatch
tns:ChainsMatchRings tns:StripHydrogen tns:eStereo tns:ToWebEnv

used by elements  SubstructureSearch/ssOptions SuperstructureSearch/ssOptions

source | <s:complexType name="StructureSearchOptions">

<s:sequence>
<s:element name="Matchlsotopes" type="s:boolean" minOccurs="0"/>
<s:element name="MatchCharges" type="s:boolean" minOccurs="0"/>
<s:element name="MatchTautomers" type="s:boolean" minOccurs="0"/>
<s:element name="RingsNotEmbedded" type="s:boolean" minOccurs="0"/>
<s:element name="SingeDoubleBondsMatch" type="s:boolean" minOccurs="0"/>
<s:element name="ChainsMatchRings" type="s:boolean" minOccurs="0"/>
<s:element name="StripHydrogen" type="s:boolean" minOccurs="0"/>




<s:element name="eStereo" type="tns:StereoType" minOccurs="0"/>
<s:element name="ToWebEnv" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>

complexType TestedConcentrationType

diagram

= ths:Concentration

[Testecltom:elrtrationTm:-e [le—(—"-— =]

Etns Unit

namespace | http://pubchem.ncbi.nim.nih.gov/

children | tns:Concentration tns:Unit

used by element ColumnDescriptionType/TestedConcentration

source | <s:complexType name="TestedConcentrationType">
<s:sequence>
<s:element name="Concentration" type="s:double"/>
<s:element name="Unit" type="s:string"/>
</s:sequence>
</s:complexType>

element AssayDownload

diagram =
ns:Assavkey

AssayDownload [%]—(—-H— [—] Etns:AssayFormat |

_————

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:AssayKey tns:AssayFormat tns:eCompress

source | <s:element name="AssayDownload">
<s:complexType>
<s:sequence>
<s:element name="AssayKey" type="s:string"/>
<s:element name="AssayFormat" type="tns:AssayFormatType"/>
<s:element name="eCompress" type="tns:CompressType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element AssayDownloadResponse

diagram

AzzayDownloadResponse [%]—(—H-—E—Fms:[lownlomlﬁey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:DownloadKey

source | <s:element name="AssayDownloadResponse">
<s:complexType>




<s:sequence>
<s:element name="DownloadKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element Download

diagram = -
tnz:ListKey

= tns:eFormat

Download [Tl:l—(—--— =]
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namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey tns:eFormat tns:eCompress

source | <s:element name="Download">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
<s:element name="eFormat" type="tns:FormatType"/>
<s:element name="eCompress" type="tns:CompressType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element DownloadResponse

diagram =
DownloadResponse [l']—[—u-—:EI—rms:Downloa{IHey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:DownloadKey

source | <s:element name="DownloadResponse">
<s:complexType>
<s:sequence>
<s:element name="DownloadKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayColumnDescription

diagram

GetAssayColumnDescription E]—(* [=]

namespace | http://pubchem.ncbi.nim.nih.gov/




properties content  complex

children | tns:AID tns:Heading tns:TID

source | <s:element name="GetAssayColumnDescription">
<s:complexType>
<s:sequence>
<s:element name="AID" type="s:int"/>
<s:element name="Heading" type="tns:HeadingType"/>
<s:element name="TID" type="s:int" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayColumnDescriptionResponse

diagram
Y GetAssayColumnDescriptionRe... [%]—(—--—:EH s Columnblescription

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ColumnDescription

source | <s:element name="GetAssayColumnDescriptionResponse">
<s:complexType>
<s:sequence>
<s:element name="ColumnDescription" type="tns:ColumnDescriptionType"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayColumnDescriptions

diagram

GetAssayColumnDescriptions [Tl:l—(—--—:EI—Ftns:Al[l |

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:AID

source | <s:element name="GetAssayColumnDescriptions">
<s:complexType>
<s:sequence>
<s:element name="AID" type="s:int"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayColumnDescriptionsResponse

diagram L
9 GetAssayColumnDescriptionsB... [%]—(—--—:EI—| ns:ColumnbDescription

1.0

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ColumnDescription




source

<s:element name="GetAssayColumnDescriptionsResponse">
<s:complexType>
<s:sequence>
<s:element name="ColumnDescription" type="tns:ColumnDescriptionType" maxOccurs="unbounded"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayDescription

diagram =
9 GetAssayDescription E]—[—H-—:E—Fms:.ﬁl[l |
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:AID
source

<s:element name="GetAssayDescription">
<s:complexType>
<s:sequence>
<s:element name="AID" type="s:int"/>
</s:sequence>
</s:complexType>
</s:element>

element GetAssayDescriptionResponse

diagram
9 GetAssayDescriptionResponse [%]—(—--—:EI—' nz:AssayDescription
namespace | http://pubchem.ncbi.nlm.nih.gov/
properties content  complex
children | tns:AssayDescription

source

<s:element name="GetAssayDescriptionResponse">
<s:complexType>
<s:sequence>
<s:element name="AssayDescription" type="tns:AssayDescriptionType"/>
</s:sequence>
</s:complexType>
</s:element>

element GetDownloadUrl

diagram =
9 GetDownloadUr] [%]—(—H-—E—I:ms:[lownlomlﬁey
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:DownloadKey

source

<s:element name="GetDownloadUrl">
<s:complexType>
<s:sequence>
<s:element name="DownloadKey" type="s:string"/>
</s:sequence>
</s:complexType>




</s:element>

element GetDownloadUrIResponse

diagram =
9 GetDownloadUriResponse EI—(—H-—:El—I:ms:url |

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:url

source | <s:element name="GetDownloadUrlResponse">
<s:complexType>
<s:sequence>
<s:element name="url" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetEntrezKey

diagram =
Y GetEntrezKey [%]—(—--—:EI—I: ns:ListKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="GetEntrezKey">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetEntrezKeyResponse

diagram

GetEntrezKeyResponse [%]—(—--—jEH m=:EntrezKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:EntrezKey

source | <s:element name="GetEntrezKeyResponse">
<s:complexType>
<s:sequence>
<s:element name="EntrezKey" type="tns:EntrezKey"/>
</s:sequence>
</s:complexType>
</s:element>




element GetEntrezUrl

diagram
Y GetEntrezUrl [%]—(—H-—jEI—| m=:EntrezKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:EntrezKey

source | <s:element name="GetEntrezUrl">
<s:complexType>
<s:sequence>
<s:element name="EntrezKey" type="tns:EntrezKey"/>
</s:sequence>
</s:complexType>
</s:element>

element GetEntrezUrIResponse

diagram =
9 GetEntrezUriResponse [%]—(—-ﬂ—jzl—l:ms:url |

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:url

source | <s:element name="GetEntrezUrIResponse">
<s:complexType>
<s:sequence>
<s:element name="url" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetIDList

diagram =
9 GetlDList [ == [T tns:ListKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="Get|DList">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetIDListResponse

diagram
9 GetllListResponse E]_(_"'_:EH n=:DList

namespace | http://pubchem.ncbi.nlm.nih.gov/




properties

content  complex

children

tns:IDList

source

<s:element name="GetIDListResponse">
<s:complexType>
<s:sequence>
<s:element name="IDList" type="tns:ArrayOfint"/>
</s:sequence>
</s:complexType>
</s:element>

element GetListltemsCount

diagram =
Y GetListhemsCount [%]—(—-H—E—I:ms:usﬂ{ey
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:ListKey
source | <s:element name="GetListltemsCount">

<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetListltemsCountResponse

diagram =
9 GetListhemsCountResponse [%]—(—--—JEI—I:tns:count
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:count

source

<s:element name="GetListltemsCountResponse">
<s:complexType>
<s:sequence>
<s:element name="count" type="s:int"/>
</s:sequence>
</s:complexType>
</s:element>

element GetOperationStatus

diagram - — — —
| s AnyKeyType |
GetOperationStatus [%]—'—(—-H—:EI—Ftns:mwey | |
L = |
namespace | http://pubchem.ncbi.nim.nih.gov/
type | tns:AnyKeyType

properties

content  complex




children

tns:AnyKey

source

<s:element name="GetOperationStatus" type="tns:AnyKeyType"/>

element GetOperationStatusResponse

diagram =
Y GetOperationStatusResponse [%]—(—H-—jEI—Fms:status
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:status
source

<s:element name="GetOperationStatusResponse">
<s:complexType>
<s:sequence>
<s:element name="status" type="tns:StatusType"/>
</s:sequence>
</s:complexType>
</s:element>

element GetStandardizedCID

diagram =
9 GetStandardizedCID [%]—(—-ﬂ—jzl—l:ms:strﬁey
namespace | http://pubchem.ncbi.nlm.nih.gov/
properties content  complex
children | tns:StrKey

source

<s:element name="GetStandardizedCID">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element GetStandardizedCIDResponse

diagram el
9 GetStandardizedCIDResponse E]—[—H-—:El--:'ms:tl[l !
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:CID
source

<s:element name="GetStandardizedCIDResponse">
<s:complexType>
<s:sequence>
<s:element name="CID" type="s:int" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>




element GetStandardizedStructure

diagram

Etns:StrI'Ef:y.f

GetStandardizedStructure E]—(* =

Etns:l‘ormat

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey tns:format

source | <s:element name="GetStandardizedStructure">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="format" type="tns:FormatType"/>
</s:sequence>
</s:complexType>
</s:element>

element GetStandardizedStructureBase64

diagram

“tn s:Strey

GetStandardizedStructureBasetd [%]—(—--— =]

Etn s:format

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey tns:format

source | <s:element name="GetStandardizedStructureBase64">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="format" type="tns:FormatType"/>
</s:sequence>
</s:complexType>
</s:element>

element GetStandardizedStructureBase64Response

diagram | ————— ——. g ----------

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:structure

source | <s:element name="GetStandardizedStructureBase64Response">
<s:complexType>
<s:sequence>
<s:element name="structure" type="s:base64Binary" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>




element GetStandardizedStructureResponse

diagram o e
GetStandardizedStructureResp... [%]—(—--—:E} - nsistructure
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:structure
source

<s:element name="GetStandardizedStructureResponse">
<s:complexType>
<s:sequence>
<s:element name="structure" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element GetStatusMessage

diagram —e e — —
| tns:AnvKeyType |
GetStatushMessage [%]—'—(—H-—:E—Fms:.ﬂ.nyﬁey | |
L T |
namespace | http://pubchem.ncbi.nim.nih.gov/
type | tns:AnyKeyType
properties content  complex
children | tns:AnyKey
source

<s:element name="GetStatusMessage" type="tns:AnyKeyType"/>

element GetStatusMessageResponse

diagram GetStatusMessageResponse [%]—(—--—JEI—Ftns:message
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:message
source

<s:element name="GetStatusMessageResponse">
<s:complexType>
<s:sequence>
<s:element name="message" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element IdentitySearch

diagram

ldentitySearch E]_(_..._ = tnz:iddptions

-4 mslimits

_————




namespace | http://pubchem.ncbi.nlm.nih.gov/
properties content  complex
children | tns:StrKey tns:idOptions tns:limits
source

<s:element name="ldentitySearch">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="idOptions" type="tns:ldentitySearchOptions"/>
<s:element name="limits" type="tns:LimitsType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element IdentitySearchResponse

diagram =
9 ldentitySearchResponse [%]—(—-H—E—I:ms:ListHey
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:ListKey
source

<s:element name="ldentitySearchResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element InputAssay

diagram =
’
InputAssay [Tl:l—(—--— -
-2 tnz:ListKeyTIDs |
L~ ins:ListKeySCIDs |
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:AID tns:Columns tns:ListKeyTIDs tns:ListKeySCIDs
source

<s:element name="InputAssay">
<s:complexType>
<s:sequence>
<s:element name="AID" type="s:int"/>
<s:element name="Columns" type="tns:AssayColumnsType"/>
<s:element name="ListKeyTIDs" type="s:string" minOccurs="0"/>
<s:element name="ListKeySCIDs" type="s:string" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>




element InputAssayResponse

diagram

InputAssayResponse [{I—(—--—E—Fms:.ﬁssayﬁey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:AssayKey

source | <s:element name="InputAssayResponse">
<s:complexType>
<s:sequence>
<s:element name="AssayKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element InputEntrez

diagram
Y InputEntrez [%]—(—-H—jEI—| m=:EntrezKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:EntrezKey

source | <s:element name="InputEntrez">
<s:complexType>
<s:sequence>
<s:element name="EntrezKey" type="tns:EntrezKey"/>
</s:sequence>
</s:complexType>
</s:element>

element InputEntrezResponse

diagram =
9 InpitEntrezResponse EI—(—-H—:EI—I:ms:ListHey

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="InputEntrezResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>




element InputList

n=ids

diagram
InputList E]—(* =

Ellls:i(lT}ﬂ}E

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ids tns:idType

source | <s:element name="InputList">
<s:complexType>
<s:sequence>
<s:element name="ids" type="tns:ArrayOfint"/>
<s:element name="idType" type="tns:PCIDType"/>
</s:sequence>
</s:complexType>
</s:element>

element InputListResponse

diagram =
9 InputListResponse E'_(_'"_E_I: tn=:ListKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="InputListResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element InputListText

diagram

Stnsids

InputListText [{]—(—-—— =

Ell'lﬂ:itlT}l']]"&

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ids tns:idType

source | <s:element name="InputListText">
<s:complexType>
<s:sequence>
<s:element name="ids" type="s:string"/>
<s:element name="idType" type="tns:PCIDType"/>
</s:sequence>
</s:complexType>
</s:element>




element InputListTextResponse

diagram =
Y InputListTextResponse E]_(*E—I: inz:ListKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="InputListTextResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element InputStructure

diagram

= tn=istructure

InputStructure EI—(—-H— =

= tn=:format

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:structure tns:format

source | <s:element name="InputStructure">
<s:complexType>
<s:sequence>
<s:element name="structure" type="s:string"/>
<s:element name="format" type="tns:FormatType"/>
</s:sequence>
</s:complexType>
</s:element>

element InputStructureBase64

diagram

Etn.s:sﬂ.‘rl.ln::tl.lre

InputStructureBasetd EI—(—-H— =

Etns:l‘c»rn‘mt

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:structure tns:format

source | <s:element name="InputStructureBase64">
<s:complexType>
<s:sequence>
<s:element name="structure" type="s:base64Binary"/>
<s:element name="format" type="tns:FormatType"/>
</s:sequence>
</s:complexType>
</s:element>




element InputStructureBase64Response

diagram =
Y InputStructureBasebtdResponse [%]—(—H*—jzl—l:ms:strﬁey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey

source | <s:element name="InputStructureBase64Response">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element InputStructureResponse

diagram =
9 InputStructureResponse E]_(_"'_E—I:m s:Strkey

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:StrKey

source | <s:element name="InputStructureResponse">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element MFSearch

diagram =
trn=:MF

--E m=mflptions

MFSearch [Tl]—(—--— =

L-4 msdlimits

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:MF tns:mfOptions tns:limits

source | <s:element name="MFSearch">
<s:complexType>
<s:sequence>
<s:element name="MF" type="s:string"/>
<s:element name="mfOptions" type="tns:MFSearchOptions" minOccurs="0"/>
<s:element name="limits" type="tns:LimitsType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>




element MFSearchResponse

diagram =
Y MFSearchResponse [Tl:l—(—-ﬂ—jEI—Ftns:Lis’tHey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="MFSearchResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element ScoreMatrix

diagram = -
tnz:ListKey

ScoreMatrix [%]—(—H‘—E——'EII\S:S{:OFET}']TE

[

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey tns:SecondaryListKey tns:ScoreType tns:MatrixFormat tns:eCompress

source | <s:element name="ScoreMatrix">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
<s:element name="SecondaryListKey" type="s:string" minOccurs="0"/>
<s:element name="ScoreType" type="tns:ScoreTypeType"/>
<s:element name="MatrixFormat" type="tns:MatrixFormatType"/>
<s:element name="eCompress" type="tns:CompressType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element ScoreMatrixResponse

diagram =
Y ScoreMatrixResponse [%]—(—--—:EI—I: tns:DownloadKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:DownloadKey

source | <s:element name="ScoreMatrixResponse">
<s:complexType>
<s:sequence>




<s:element name="DownloadKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element SimilaritySearch2D

diagram =
tnz:Striey
SimilaritySearch2D [T']_(_..._ =] ; nssimdptions
L-4 n=dimits

namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex

children | tns:StrKey tns:simOptions tns:limits

source

<s:element name="SimilaritySearch2D">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="simOptions" type="tns:SimilaritySearchOptions"/>
<s:element name="limits" type="tns:LimitsType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element SimilaritySearch2DResponse

diagram — = -
SimilaritySearch2DResponse [Tl:l—(—-ﬂ—jzl—rms:Lls’tHey
namespace | http://pubchem.ncbi.nim.nih.gov/
properties content  complex
children | tns:ListKey
source

<s:element name="SimilaritySearch2DResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element Standardize

diagram =
9 Standardize [%]—(—--—:EI—I:tns:mrHey
namespace | http://pubchem.ncbi.nlm.nih.gov/
properties content  complex
children | tns:StrKey
source | <s:element name="Standardize">

<s:complexType>
<s:sequence>




<s:element name="StrKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element StandardizeResponse

diagram =
9 StandardizeResponse E'_(_'"_E_I: tn=:Strkey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey

source | <s:element name="StandardizeResponse">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element SubstructureSearch

diagram

substructureSearch EI—(—-H— =

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey tns:ssOptions tns:limits

source | <s:element name="SubstructureSearch">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="ssOptions" type="tns:StructureSearchOptions" minOccurs="0"/>
<s:element name="limits" type="tns:LimitsType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element SubstructureSearchResponse

diagram =
9 SubstructureSearchResponse EI—(—-H—:EI—I:ms:ListHey

namespace | http://pubchem.ncbi.nlm.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="SubstructureSearchResponse">
<s:complexType>
<s:sequence>




<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

element SuperstructureSearch

diagram =
tnz:Strkey

SuperstructureSearch E]_(_..._ =]

L-4 nsclimits

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:StrKey tns:ssOptions tns:limits

source | <s:element name="SuperstructureSearch">
<s:complexType>
<s:sequence>
<s:element name="StrKey" type="s:string"/>
<s:element name="ssOptions" type="tns:StructureSearchOptions" minOccurs="0"/>
<s:element name="limits" type="tns:LimitsType" minOccurs="0"/>
</s:sequence>
</s:complexType>
</s:element>

element SuperstructureSearchResponse

diagram =
Y superstructureSearchResponse [%]—(—--—:EI—I: n=:ListKey

namespace | http://pubchem.ncbi.nim.nih.gov/

properties content  complex

children | tns:ListKey

source | <s:element name="SuperstructureSearchResponse">
<s:complexType>
<s:sequence>
<s:element name="ListKey" type="s:string"/>
</s:sequence>
</s:complexType>
</s:element>

simpleType AssayColumnsType

namespace | http://pubchem.ncbi.nim.nih.gov/

type | restriction of s:string

used by element InputAssay/Columns

enumeration  eAssayColumns_Complete
enumeration  eAssayColumns_Concise
enumeration  eAssayColumns_TIDs

facets

source | <s:simpleType name="AssayColumnsType">
<s:restriction base="s:string">
<s:enumeration value="eAssayColumns_Complete"/>




<s:enumeration value="eAssayColumns_Concise"/>
<s:enumeration value="eAssayColumns_TIDs"/>
</s:restriction>
</s:simpleType>

simpleType AssayFormatType

namespace | http://pubchem.ncbi.nim.nih.gov/

type | restriction of s:string

used by element AssayDownload/AssayFormat

facets enumeration  eAssayFormat_XML
enumeration  eAssayFormat_ASN_Text
enumeration  eAssayFormat_ASN_Binary
enumeration  eAssayFormat CSV

source

<s:simpleType name="AssayFormatType">
<s:restriction base="s:string">
<s:enumeration value="eAssayFormat_XML"/>
<s:enumeration value="eAssayFormat_ASN_Text"/>
<s:enumeration value="eAssayFormat_ASN_Binary"/>
<s:enumeration value="eAssayFormat_CSV"/>
</s:restriction>
</s:simpleType>

simpleType CompressType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
used by elements Download/eCompress AssayDownload/eCompress ScoreMatrix/eCompress
f enumeration eCompress_None
acets . .
enumeration eCompress_GZip
enumeration eCompress_BZip2
source

<s:simpleType name="CompressType">
<s:restriction base="s:string">
<s:enumeration value="eCompress_None"/>
<s:enumeration value="eCompress_GZip"/>
<s:enumeration value="eCompress_BZip2"/>
</s:restriction>
</s:simpleType>

simpleType FormatType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
elements Download/eFormat InputStructure/format InputStructureBase64/format GetStandardizedStructure/format
used by .
GetStandardizedStructureBase64/format
facets enumeration  eFormat_ASNB

enumeration  eFormat_ASNT
enumeration  eFormat_XML
enumeration  eFormat_SDF
enumeration  eFormat_SMILES
enumeration  eFormat_InChl
enumeration eFormat_Image
enumeration  eFormat_Thumbnail

source

<s:simpleType name="FormatType">
<s:restriction base="s:string">
<s:enumeration value="eFormat_ ASNB"/>
<s:enumeration value="eFormat_ASNT"/>
<s:enumeration value="eFormat XML"/>




<s:enumeration value="eFormat_SDF"/>
<s:enumeration value="eFormat_SMILES"/>
<s:enumeration value="eFormat_InChl"/>
<s:enumeration value="eFormat_Ilmage"/>
<s:enumeration value="eFormat_Thumbnail"/>
</s:restriction>
</s:simpleType>

simpleType HeadingType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
used by elements GetAssayColumnDescription/Heading ColumnDescriptionType/Heading
facets enumeration  TID

enumeration  outcome
enumeration  score

source

<s:simpleType name="HeadingType">
<s:restriction base="s:string">
<s:enumeration value="TID"/>
<s:enumeration value="outcome"/>
<s:enumeration value="score"/>
</s:restriction>
</s:simpleType>

simpleType IdentityType

namespace | http://pubchem.ncbi.nlm.nih.gov/
type | restriction of s:string
used by element IldentitySearchOptions/eldentity
facets enumeration  eldentity_SameConnectivity

enumeration  eldentity_AnyTautomer

enumeration  eldentity_SameStereo

enumeration  eldentity_Samelsotope

enumeration  eldentity_SameStereolsotope
enumeration  eldentity_SameNonconflictStereo
enumeration _ eldentity_SamelsotopeNonconflictStereo

source

<s:simpleType name="IdentityType">
<s:restriction base="s:string">
<s:enumeration value="eldentity SameConnectivity"/>
<s:enumeration value="eldentity_AnyTautomer"/>
<s:enumeration value="eldentity SameStereo"/>
<s:enumeration value="eldentity Samelsotope"/>
<s:enumeration value="eldentity SameStereolsotope"/>
<s:enumeration value="eldentity SameNonconflictStereo"/>
<s:enumeration value="eldentity SamelsotopeNonconflictStereo"/>
</s:restriction>
</s:simpleType>

simpleType MatrixFormatType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
used by element  ScoreMatrix/MatrixFormat
facets enumeration  eMatrixFormat_CSV
enumeration  eMatrixFormat_IdldScore
source

<s:simpleType name="MatrixFormatType">




<s:restriction base="s:string">
<s:enumeration value="eMatrixFormat_CSV"/>
<s:enumeration value="eMatrixFormat_IdIdScore"/>
</s:restriction>
</s:simpleType>

simpleType PCIDType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
used by elements InputList/idType InputListText/idType

facets enumerat@on elD_CID
enumeration  elD_SID
enumeration  elD_AID
enumeration  elD_TID

source

<s:simpleType name="PCIDType">
<s:restriction base="s:string">
<s:enumeration value="elD_CID"/>
<s:enumeration value="elD_SID"/>
<s:enumeration value="elD_AID"/>
<s:enumeration value="elD_TID"/>
</s:restriction>
</s:simpleType>

simpleType ScoreTypeType

namespace | http://pubchem.ncbi.nim.nih.gov/
type | restriction of s:string
used by element  ScoreMatrix/ScoreType
facets enumeration  eScoreType_Sim2DSubs
source

<s:simpleType name="ScoreTypeType">
<s:restriction base="s:string">
<s:enumeration value="eScoreType_Sim2DSubs"/>
</s:restriction>
</s:simpleType>

simpleType StatusType

namespace | http://pubchem.ncbi.nim.nih.gov/

type | restriction of s:string

used by element GetOperationStatusResponse/status

facets enumeration  eStatus_Unknown
enumeration  eStatus_Success
enumeration  eStatus_ServerError
enumeration  eStatus_HitLimit
enumeration  eStatus_TimeLimit
enumeration  eStatus_InputError
enumeration  eStatus_DataError
enumeration  eStatus_Stopped
enumeration  eStatus_Running
enumeration  eStatus_Queued

source

<s:simpleType name="StatusType">
<s:restriction base="s:string">
<s:enumeration value="eStatus_Unknown"/>
<s:enumeration value="eStatus_Success"/>
<s:enumeration value="eStatus_ServerError"/>




<s:enumeration value="eStatus_HitLimit"/>
<s:enumeration value="eStatus_TimeLimit"/>
<s:enumeration value="eStatus_InputError"/>
<s:enumeration value="eStatus_DataError"/>
<s:enumeration value="eStatus_Stopped"/>
<s:enumeration value="eStatus_Running"/>
<s:enumeration value="eStatus_Queued"/>
</s:restriction>
</s:simpleType>

simpleType StereoType

namespace | http://pubchem.ncbi.nim.nih.gov/

type | restriction of s:string

used by element  StructureSearchOptions/eStereo

enumeration  eStereo_lgnore
enumeration  eStereo_Exact
enumeration  eStereo_Relative
enumeration  eStereo_NonConflicting

facets

source | <s:simpleType name="StereoType">
<s:restriction base="s:string">
<s:enumeration value="eStereo_Ignore"/>
<s:enumeration value="eStereo_Exact"/>
<s:enumeration value="eStereo_Relative"/>
<s:enumeration value="eStereo_NonConflicting"/>
</s:restriction>
</s:simpleType>
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