
          
 

CURRICULUM VITAE 
 
Name:  Marilyn A. Menotti-Raymond, Ph.D. 
 
Citizenship:  United States 
 
Education: 
     

B.S. (Bacteriology), Syracuse University, Syracuse, New York 
M.S. (Science Teaching), Syracuse University, Syracuse, New York  
M.S. (Molecular Biology), Syracuse University, Syracuse, New York  
Ph.D. (Molecular Biology), Syracuse University, Syracuse, New York 

   
Brief Chronology of Employment: 
 

1984-1988 Teaching Assistant, Introductory Biology/General Genetics, Syracuse 
University, Syracuse, NY 

1988-1990 Research Assistant, Laboratory of Dr. David Sullivan, Syracuse 
University, Syracuse, NY 

1990 Postdoctoral Fellow, Laboratory of Dr. David Sullivan, Syracuse 
University, Syracuse, NY 

1990-1993 Postdoctoral Fellow, Laboratory of Viral Carcinogenesis, National Cancer 
Institute, National Institutes of Health, Frederick, MD 

1993-1996 Intramural Research Training Award (IRTA) Fellow, Laboratory of Viral 
Carcinogenesis, National Cancer Institute, National Institutes of Health, 
Frederick, MD 

1996-1998  Senior Staff Fellow, Laboratory of Viral Carcinogenesis, National Cancer 
Institute, National Institutes of Health, Frederick, MD 

1998-2000 Research Fellow, Laboratory of Genomic Diversity, National Cancer  
  Institute, National Institutes of Health, Frederick, MD 

2000-present  Staff Scientist, Laboratory of Genomic Diversity, National Cancer 
Institute, National Institutes of Health, Frederick, MD 

 
Honors and Other Special Scientific Recognition: 
 
   Cum laude, Syracuse University 
   National Institute of Justice, $265,000 grant for the development of a forensic typing system 
 in the domestic cat, 1999 – 2000 
   Expert Witness, Molecular Geneticist, Supreme Court, Prince Edward Island, Canada, 1996 
 Course Instructor, "Recent Advances in Conservation Genetics," Smithsonian Institution  
       NOAHS Center, NOAHS-Conservation and Research Center, Front Royal, VA, 
       1996, 1997, 1998, 2000, 2002, 2004  
   Co-Organizer:  Advances in Canine and Feline Genomics/Comparative Genome Anatomy 
 and Genetic Disease, St. Louis, MO, 2002 
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 Co-Organizer:  Advances in Canine and Feline Genomics/Comparative Genome Anatomy 
 and Genetic Disease, Utrecht, The Netherlands, 2004 
 Co-Organizer:  Advances in Canine and Feline Genomics/Comparative Genome Anatomy 
 and Genetic Disease, UC Davis, CA, 2006 
 NIH Speakers Bureau, 2001-present 
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