HA Gene

LR R R R R R R R R

humanA TKC = NAT CTQ o STERGPPCCD z TNEE CSC TNCATSA

humanB TKC z o =TLI GPPCCD : TNEE CSC TNCATSA
chi ckenA -TKC : : z :| B TNEE =SC ITNCATSA
chi ckenB -TKC : 5 B = £} TNEE =SC ITNCATSA
chi ckenE “TKGC 5

: : = : =SC TNCATSA
rul er

Khkkkkhkhhhhkhhhhhhkhkhhhdhhhkhhhhkhhhkhhhhhhhhhkhhk bk hkkdhhkhk kb hk bk hkhkkhhkhkhhkhkhhkdhhkhhkhhkhk ok kkkkkhhhkhhhkhhhrhkhhh kb khkkkhkhkhhkhhkhkhkhkhkx *khkkkhkhkkxkx

humanA €S SNSDNA ISESATEQ CSC CS PSPG NCCS DPN | CE DSCGCECCORESCETIVSS
humanB GS SNSDNA ISCSATEC CSC CS PSPG NCCS DPN | CE DSCCECCORBSCCTI VSS

chi ckenA GS SNSDNA ISCSATEQC CGSC CS! PSPG = : CE DSCCECCCRBSCCTI VSS
chi ckenB GS SNSDNA CS

: - s s =SEC SCCTI VSS
chi ckenE GS SNSDNA CS! : g : SCCTI VSS
ruler .......

TUUUTU

humanA g ICNACEECGTAA

humanB : CNACGECTAA
chi ckenA | CNACCECTAA
chi ckenB CNACCECTAA
chi ckenE CNACCGECTAA

rul er

humanA ADS ENAEEDEGTG CDCC CAS

humanB ADS ENAEEDCGTC CDCC G CAS
chi ckenA ADS ENAEEDCTC CAS
chi ckenB ADS ENAEEDCTC CAS
chi ckenE ADS ENAEEDCTC CAS

rul er 460. . ...




M Gene (M1)

LR R R R R R R R R

humanA CN
humanB CN
chi ckenA
chi ckenB
chi ckenD
chi ckenE
rul er

R R R R R R R R

humanA CE
humanB CE
chi ckenA CE
chi ckenB CE
chi ckenD CE
chi ckenE CE
ruler .......160.......170.......180.......190.......




hunanA
humanB
chi ckenA
chi ckenB
chi ckenD
chi ckenE

rul er

M Gene (M2)

khkkhkhkhkkhkhhkkhkhhhkhhhkhhhkhhkhkhkhhkhkhhhkhhhkhhhkhhhkhhhkhhhkhhhkhhkhkhkhkhkhkhkhkhkhkhkhhhkhhkhkhhkhkhhhkrkhkhkhk khkikkhkikk* kkk ik, k*x*%x*%




NA Gene

L R R R R R R R R R R R

humanA CDNCN
humanB CDNECN
chi ckenA CDNDN
chi ckenB CDNDN
chi ckenE CDNDN
rul er
R R R R SRS E SRR EEEE SRR RS SRR SRR R R R R R R SRR R SRR SRR EEREEEERR SRR R R R R R R R R R R SRR R R R R R R SRR R R R R R SRR R R RS EEEE SRR EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEE S
humanA
humanB
chi ckenA
chi ckenB
chi ckenE
rul er
R R R R RS SRR SRR SR SRR SRR SRR R SRR R R SRR R SRR SRR EEREEEEER SRR R R R R R R R R R SRR RS E R R R R R R R R R SRR R R R R EEER SRR EEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEE S
humanA
humanB
chi ckenA
chi ckenB
chi ckenE
rul er
EE R R R R R E R EEEEEEEE S
humanA N
humanB N
chi ckenA N
chickenB N
chi ckenE N

ruler ....... O.........




NP Gene

Khkkkkhkhhhhkhhhhhhkhkhhhdhhhkhhhhkh kb khkhkhhhhhhhkhkhhkdhhhk kb ok hkhkhkhhkhhhhkhhkhkhkkrhhhkhhhkhkkkhkhk k- khkhkhkhkkrhkhkhh kb khkkkhkhhhkhkhkhkhkhkkxkhkkkkkkkk ok x k%

SARD TCC CANNGEDATA
TCC CANNCGEDATA

TCC CANNCGEDATA

CANNCGEDATA

CANNCGEDATA

CANNCGEDATA

chi ckenA NASCCE ETCC
chi ckenB NASCCE ETCC
chi ckenD NASCE ETCCI
chi ckenE NASCE

rul er

> > > > > >
OOOOMOM

humanA NASCE ETCC
humanB NASCE ETCC
1

humanA B ISCAACA : GEN NPCNA
humanB : ISCAACA : CEN NPCNA|
chi ckenA = ISCAACA : CEN NPCNA
chi ckenB : =AAC D) CEN NPCNA
chi ckenD : -AAC ) CEN
chi ckenE CC :AAC, E CEN

rul er

humanA PNENP. B E SNE CS: ISCENTNCRASAC CNTE

humanB PNENP. : - SNE DS ISCENTNCCRASAC CNTE
chi ckenA PNENP, B : SNE DS ISCENTNCCRASAC CNTE
chi ckenB PNENP, : = SNE! DS ISCENTNCQRASAC CNTE
chi ckenD PNENP, : g SNE! DS ISCENTNCARASAC CNTE
chi ckenE PNENP, = g

rul er

humanA ISNEG. IGDNAE|
humanB (® ISNEG. CDNAE|
chi ckenA ISNEC CDNAE|
chi ckenB ISNEG. CDNAE|

chi ckenD ISNEG CDNAE|
chi ckenE CDNAE|
rul er




NS Gene (NS1)

LR R R R R R R R R

humanA D
humanB D
chi ckenA D,
chi ckenB D,
chi ckenD D,
chi ckenE D,
rul er 3
******: RS SRS S S S SRS S S SRS SRS S SRS S EEREEEEREEEEEEEEEEEEEEEEEEEESEEEEEEEEEEEEEEEEE S
humanA DE NE
humanB DE N. NE
chi ckenA DE NE
chi ckenB DE NE
chi ckenD NE
chi ckenE NE

rul er




NS Gene (NS2)

R R R I I R R R R R I S S R R R R R R S R O R S R

hunmanA C
hunmanB C
chi ckenA C
chi ckenB C
chi ckenD C
chi ckenE C
ruler 1....... 10........ 0........ 30........ 40........ 50........ 60........ 70........80........90....... 100....... 110....... 12




PA Gene

LR R R R R R R R R

humanA CED S | ESCCP| CNTTH!

humanB NE CCRN CED : ESCLP| CNTT!

chi ckenA : : ESCLP| CNTT!

chi ckenB ol | CNTT!

chi ckenD ol | CNTT!
rul er

LR R R R R R R R R R R

humanA [TGE 1 5 PP ERNG PCGSPCS EDPSHECE
humanB TCE C | 5 PP ERPNG PCCSPCS EDPSRECE
chi ckenA TCE | 3 PP EPNG PDCSPCS EDPSRECE
chi ckenB TCE | 5 EPNG PDCSPCS EDPSRECE
chi CkIenD TCE | 3 | PDCSPCS ECE
ruter .......160.......

humanA TS | 2 CSCEPE DS 2 TA
humanB G TS : : CSCEPE DS : TA
chi ckenA TS ] : CSDEPE| DS : TA
chi ckenB TS | : CSDEPE| DS e TA
chi ckenD TS | : CSDEPE| C DS o TA
rul er
humanA 2 : NET:
humanB : = NCT:
chi ckenA = = NCT
chi ckenB : = NCT
chi ckenD & = NCT
rul er
humanA CES EEC IASP SAE G EPCG
humanB CES EEC IASP SAE @ EPC
chi ckenA : EEC SAE; EPC
chi ckenB : EEC SAE;
chi ckenD 5 : SAE;

rul er




PB1 Gene

LR R R R R R R R R

humanA N CGDP ICTCT S TTNTETCAPCQENPHCCPEPECNEPSCGHACTL E EESHP! ENS NCPAATAEA
humanB N CDP CTCT S TTNTETCAPCLNPICCPLPECNEPSCGHACTLC E EESHEP! ENS NCPAATALA
chi ckenA N CDP CTCT! S TTNTETCAPCLNPICCPLPECNEPSCGHACTLC E EESHP! ENS NCPAATALA
chi ckenB N CDP CTCT! S 'I'I'NTI:‘I'CAP N DC PEDNEPS ACTC E EE P ENS NCPAATALA
ruler 1.......10........20........30........40........ O........60........70........80........ 0.......100.......110.......120.......130....... 140.......

L R I R R R R

humanA ANES ATP EQSGEPYEEN NSGDT
humanB N ANES E ATP E c ECSCGLPVGEN

chi ckenA BENGLTANES E ATP g CERLECSCLPVEEN

chi ckenB REN ANES E ATP E C ECS GCN

NSCDT!
ruler .......160.......170.......180.......190....... 0.......250.......260.......270.......280.......290.......

NSCDT

L I R R

M [T M M
ooog

humanA TITECNTRENENCN NCP CCTASLSP (SSD
hunmanB NENCN CCTASLSP (SSD
chi ckenA CCTASLSP SSD
chi ckenB CCTASLSP CSSD
ruler ....... 0....... 0....... 330.......340.......350.......360.......370.......380.......390....... 400.......410.......420.......430.......440.......
R R R R R E RS R EE R E RS EEEEEEEEEEEEEEEE SRR EEEE SRR EEEEE RS EREEEE SRR R EEEEEEEE RS EREEEEEREEEEEEEREEEEEEEEEEEE SRS EEEEEEEEREEEEEEEREEEEEEEEEEEEEEEEEERESEEREEREEESEEEEEEESEES]
humanA VNAPNEECIHCA NESA CPATA COTQRQ SDCCP
humanB MNAPNBECI CA NESA CPATA CCTCQ SCCCP
chi ckenA MNAPNBECI CA NESA CPATA CCTCQ SCCCP
chicanB NAP E CA NESA CPATA CDT c
ruler .......460.......470.......480.......490.......500.......510.......520.......530.......540.......

kkhkkhkkkkkkkkhkk*k ******************** LR R R R R R R RS R R R R EEEEE R R R R R R EEEEREEREEREEEEEEREEEEEEEEREEEEEEEEEEEEEEEEESES

humanA CN ESVINN NTS EDE PSS ES!
humanB P N ESVINN P CP I: EDE PSS S ES!
chi ckenA P N ESVNN. C. EDE PSS S ES
chi ckenB P N E NN I: EDE PSS S
.................................... 740.......75

*kkhkkkkk

humanA E
humanB E
chi ckenA E
chi ckenB E
ruler .......



PB2 Gene

L R R R R R I R R R

humanA T TS NP, PERNECEQ NCAGS NGPTTS “TRHC CTNPG

humanB T TSCRCERNP. PERNECCGC NCAGS NCPTTS “TRC CTNPG

chi ckenA T TS NP, PERNECCC NCAGS NCGPTTS “TRC CTNPG

chi ckenB T TS NP, P NCAGS NCPTTS “TRC CTNPG

chi ckenD T TS NP, P NCAGS NCPTTS “TRC CTNPG

chi ckenE T TS NP P “TRC CTNPG
rul er

humanA PNEVC ACCTS z TPCC A
humanB PNEVC ACCTS : TPCC A
chi ckenA PNEVC ACCTS : TPCC A
chi ckenB PNEVC ACCTS : TPCC A
chi ckenD PNEVC, ACCTS = TPCC
chi ckenE PNEVC, : A
rul er

LRSS SRR RS S SRR R RS SRR S R RS R R RS R R RS R R R R R RS SRR R RS SRR R RS SRR RS R R RS R R R RS SRR R RS SRR SRR EREEEEEEEEEEEEEEEEEEIESE]

humanA NPTEEC = SCS EE T. DEQ ISCED 2 AN G
humanB NPTEEC = SCS EE T. DEC ISCED = G
chi ckenA NPTEEC g SGS EE T. DEC ISCED : G
chi ckenB NPTEEC, g : EE T. DEC ISCED : G
chi ckenD NPTEEC, ] g EE T. DEC ISCED G
chi ckenE NPTEEC, E B | T €
ruler .......310.......320.......330.......340.......350.......360.......370.......380....... 390.......400.......410.......420.......430.......440....... 0

humanA SST g SPEEVSETCET NGPE SCDP
humanB SST | SPEEVSETCCT| NCPE SCDP
chi ckenA SST! | SPEEVSETCCT NCPE: SCDP
chi ckenB SST! | SPEEVSETCCT NCPE:
chi ckenD SST! - SPEEVSETCCT NCPE:
chi ckenE SST! | SETCCT
rul er

LR R R R S S R R R R R RS R R R RS S R R RS R R R RS R RS R R R RS R R R R SRR R RS RS EE R RS R R R R SRR EEE SR EEEEEEEEEEEEEEEEEEEESEEEEEEEEEESEESE]

humanA Q : AAPPEC CS CGNS CAGAETECPDECTA : B 2CC DS CSQTA
humanB C s AAPPEC CS | DAGALTECPDECTA = | 2CC CSCTA
chi ckenA Q E AAPPEC CS | DACGALTECPDECTA E | 2CC CSCTA
chi ckenB Q E AAPPEC CS | DACGALTECPDECTA ] | 2CC CSCTA
chi ckenD Q E CS | CAC E E | :CCl CSCTA
chi ckenE G E CS | CAC : E | =CCl CSCTA
ruler .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740....... 750




humanA
humanB
chi ckenA
chi ckenB
chi ckenD
chi ckenE
rul er

Kk kkkkkkk
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