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F12_3B_FF, EF682864
Lactobacillus sp., Y16329
F11_8E_RF, EF682865
FLI_IH_FL, EF682866
FI5_6F_RF, EF682867
F27_3E_FF, EF682868
FI3_11A_FL, EF682869
F11_3D_FL, EF632870
F11_3A_FL, EF682871
Lacfobacillus iners clone FX132-4, AY283271
F15_4B_FL, EF682872
Lacfobacillus acidophilus, X61138

euconostoc camnosum NRICI722, AB022925
F11_I0_FL, EF682873
F12_6G_FF, EF682874
Genella sanguinis strain 2045-94, Y13364
F13_4A_FF, EF682875

treptocaceus pneumoniae BCRCI4733, DQ204562
FIS, 11D, FL, ER682876
Streptococcus mitis strain 209, AJ295853
F14_5B_FL, EF682877
F14_7B_RF, EF682878
F12_9H_ FF, EF682879
F12_6E_FF, EF682880
Streptococcus infantis, ABOOS3LS
F12_8G_FF, EF682881
Streptococeus gordonii, D38483
Streptococcus viridans, AF076036
F14_9F_RF, EF682882
F14_4F_FL, EF682883
Streptococeus mitis strain NCTC 3165, AB002520
Bacillus sp. Baikal-1, D50612
F11_4D_FL, EF682884
F12_2B_FF, EF682885
F13_10H_FF, EF682886
Bacillus sp. strain LMG- 19415, AJ276809
Uncultured soil bacterium, AF423288
F11_5A_MF, EF682887
Bacillus azotoformans strain DSM1046, D78309
F11_11A_FL, EF682888
Bacillus conhii, DQI66855
F11_10A_RF, EF682889
Bacillus sp. L1, DQ249996
F13_2D_FF, EF682890
Bacillus psychrosaccharolyticus, X60635
F11_SH_FL, EF682891
Bacillus simplex strain S11-10.DQS14314
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82894

Bacillus 5p. mum AY289499
F12_8H_RP, EF682895
Baclllu.v simplex, D78478

A_FL, EF682896
Eaclllus megaterium strain Mali 59, AY211153
F11_12E _RF, EF682897
F12_6F_RP, EF682898
Bacillus funiculus strain NKI.2, AYI69818

Saccharococcus sp. ‘Mali 235, AY211179
F12_3C_FL, EF682899
F11_1B_FL, Em;mn
F14_9G_FL, EF682
Beclumedhamalons X64465
F11_12F_FF, EF682902
F14Z6E_RF, EF682903
F11_7D_FL, EF682904
Bacillus sp. 19493, AJ315061
Bacillus endophyticus strain Mali 49, AY211143
F13_8A_F, EF682905
Baclllu.up Mall 18- AV211142
3_7F_FF, EF682¢

nz 4F ] FF. EF682907
F13_4G_FF, EF682908
Bacillus aminovorans NCIMB, X62178
F11_IF_MF, EF682909
F11_2F_RF, EF682910
F12_5G_FF, EF682911
Bacillus sp. 76992, AF227844
F13_1C_FF, EF682912
Jeotgalibacillus alimentarius Mal 20 41211114
Bacillus sp. ‘Mali 342°, AY2111
Bacilusnigcint AB021194

IC_FL, EF682913
Eamllu.v /umarmlx sain LMG 18418, AJ250059
F12_1B_FL, EF68:
Bacillus sp. [DA3504 u544734
F12_3H_FL, EF682915
F13_2H_FF, EF682:
Bacillus sp. FO-092, AF234863
F27_11C_FF, EF682917
F11_8G_RF, EF682918
Bacillus mamlmml: strain 210, DQ350816

682919

F12_9F_RP, EF682921

Bacillus silvestris, AJ006086

F12_4E_FF, EF682922

F15_2C_FF, EF682923

Planococcus sp. MB6-16, U85898

Planomicrobium memeekini strain Mali 8, AY211102
Jeotgalibacillus halotolerans, AY028925
Jeotgalicoccus psychrophilus, AY028926
F11_1D_FL, EF682924

F11_2A_FF, EF682925

F11_2F_FF, EF682926

Staphylococeus equorum subsp. linens, AF527483
F14_3D_FL, EF682927

Staphylococcus gallinarum strain Mali 94, AY211158
Bacillus alcaliinulinus strain AM31, AB0I8595
F11_9B_RF, EF682928

F12 4B_FF, EF682929

Bacillus decolorationis strain LMG 19507T, AJ315075
Virgibacillus picturae OS-221.b, AM237397
F15_10B_RF, EF682930

Oceanobacillus chironomi strain T3944D, DQ298074
FIZ 1F_FL, EF682931

sp. strain EP03, AM398212

F13_8G_FL, EF682932
F11_4A_FL, EF682933
F13_10G_FF, EF682934
F11_12A_RF, EF682935
F11_11B_RF, EF682936
F12_SF_FL, EF682937
Paembacllhum strain T8, 48041720
1_4H_MF, EF6829;

Theﬂnobamllu: xylumlyucu: AJ005795
1_7E_RF, EF682939

Paembacxlhu koreensis, AF130254
F12_IG_FF, EF682940

Pacnibacillus chondroitinus, D82064
Brevibacillus levicki strain R-22010, AJ715383

Bacialss bacterium Groll 1105, AB245375
F15_2E_RF, EF682944

x5

F12_2D_FL, EF682945

F12_3F_FF, EF682946

F12_2F_FF, EF682947

Pepfostreptococeus sp. clone KL-59-7-12, AF408269
Anaerococcus prevotii strain CCUG 41932, AF542232
F12_10A_FF, EF68294!

F11_2B_FL, EF682949

F13_10F_FF, EF682950

Catonia barmesae, AB038361
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magnus, D14149

Clostridium lituseburense, M59107

F13_9D_FL, EF682951

Clostridium bifermentans strain DSM 10716, X73437
F12_10C_RP, EF682952,
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Uncultured (e, AF361214
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: Clostridia
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(B)

Acinetobacter johnsonii, X89775
Acinetobacter johnsonii, X95303
F15_3D_FL, EF682953

F14_3F FL, EF682954

F11_8B_RP, EF682955

Acinetobacter sp., Y11464

FI5_E FL, EF682956

F15_6E_RF, EF682957

Acinetobacter Iwoffii strain A382, AF188302
F15_3F_FF, EF682958

Acinetobacter woffi strain ATCC 17925, 293441
Arctic seawater bacterium Bsw20461, DQU64620
F11_7A_FL, EF682959

Psychrobacter phenylpyruvicum ATCC 23333, U46144

Terrahaemophilus aromaticivorans, AB098612
i i M75081

F14_12D_RF, EF682960

Oceanisphaera koreensis strain BL11, DQ190440
F14_3A_FL, EF682961

Pseudomonas oleovorans, AY623816
F27_3H_FF, EF682962

F13_7C_FF, EF682963

Pseudomonas sp. NZ103, AY014821

H z

F15_3C_FL, EF682964
Massilia aurea strain AP13T, AM231588
F14_12B_RF, EF682965

F27_2E_FL, EF682966

Massilia sp. clone KL-11-1-5, AF408326
Herbaspirillum sp. G8AI, AJ012069

Uncultured hydrocarbon seep bacterium BPC087, AF154097

F14_4D_FL, EF682967

Uncultured beta proteobacterium clone B-AA27, AY622249

F13_2C_FL, EF682968
F14_9H_RF, EF682969
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U ium clone JH-GY37, DQ537535
F13_6E_FF, EF682970

F13_7E_FF, EF682971

Oxalicibacterium flavum strain TA17, AY061962
F13 2B FL, EF682972

Burkholderia sp. ‘SAP II', AF052387
F14_4G_RF, EF682973

F27_6F_FF, EF682974

Nttm:ovxbno tenuis, M96405

Nitrosolobus multiformis ATCC 25196, L35509
F13_8D_FL, EF682975

Spirrilum volutans, M34131
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Gammaproteobacteria

clone HCBW-WB17, AB237680
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|
|
|
|
|
|
|
|
|
|
|
|
|
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Green Bay ferromanganous micronodule bacterium, AF293002

F11_10D_FL, EF682976
F11_4B_FL, EF682977
F11_3C_FL, EF682978
Sphingobium sp. 34_16, AY689029
Ss’phmgommms sp. A01, AB191723

Sphingomonas sp. strain HH69 DSM 7135, X87166
F11_6C_RP, EF682979
Sphingomonas sp. D16, AF025352
F14_2G_RF, EF681980
F27_11B_RP, EF68298!
Uncultured soil h:crerlum, AF423293
Sphingomonas sp. clone KL-2-4-7, AF408323
Methylobacterium sp. WSM3674, DQ838528
F13_2F_FL, EF682982

Chelatococcus asaccharovorans CP141b, AJ871433
Bosea sp. ORS1414, AJ968693
F15_4G_FL, EF682983
Methylobacterium sp. OS-16.b, AM237344
F27_8A_FL, EF682984
Methylobacterium sp. BF10, Z23156
F13_9A_FL, EF682985
Bradyrhizobium elkanii strain SEMIA6101, AY904749
F15_2B_FF, EF682986
F13 6}[ |_FL, EF682987
F14_3B_FL, EF682988
Paracoccus marcusii SCH0403 A Y881236
‘Paracoccus marcusii, AF1399!
Paracoccus sp. ‘Malt 27' AYZIIIZ]
F13_8E_FL, EF6829
Paracoccus sp. MBI C3345 AB012914
F12_6H_RP, EF682990
F13_3E_FL, EF682991
Rubellimicrobium sp. MSL20, EF547368
Azospirillum rugosum IMMIB AFH-6, AM419042
F14_1C_FL, EF682992

X90760
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p p A
F11_11C_RP, EF682993
F11_7F_RF, EF682994
F14_TH_RP, EF682995
F13_1G_FF, EF682996
F14_1B_RP, EF682997
Paracraurococcus ruber, D85827
Craurococcus roseus, D85828
F14_5H_FL, EF682998 _
i
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Betaproteobacteria

Alphaproteobacteria



F27_9F_FL, EF682999
Uncultured soil bacterium, AF423282
F13_6B_FF, EF683000
F13_8B_RF, EF683001
F14_IF_RF, EF683002
Arthrobacter sp. SMCC G962, AF197027
Arthrobacter sp., iCTE348, DQ122329
Arthrobacter nicotianae strain Mali 31, AY211125
Arthrobacter agilis, AF511518
F15_1F_FL, EF683003
Arthrobacter sp. SMCC ZAT277, AF197057
F13_1E_FF, EF683004
Arthrobacter citreus strain 102-4.2-LH-4-20, EF010754
F27_4A_FF, EF683005
F12_1C_FL, EF683006

ilagir X95483

Micrococcaceae

Rothia mucilaginosa, DQ409140
Kocuria sp. ‘Mali 344', AY211188
F14_2A_FL, EF683007
Frigoribacterium aff. faeni A-1/C-an/E, AJ297441
F14_2D_RF, EF683008

F27_10E_FL, EF683009

Frigoribacterium sp. NS/4, AJ243012
Agrococcus sp. m8-15, DQ923165

F13_1D_FF, EF683010
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Cryob P philum, D45058
Agrococcus sp. ‘Mali 157, AY211168
F13_4D_FF, EF683011

F27_6G_RP, EF683012

African dust bacterium ‘Mali 244’, AY211180
Microbacterium barkeri strain Mali 50, AY211144
Bacterium gwi83, DQ335964
F11_11H_RP, EF683013
Streptomyces argenteolus, AB045872 _
Streptomyces sp. ASSF22, AF012738 Strepto
F11_6D_FL, EF683014 mycetaceae
Streptomyces sp. “Mali 226", AY211174
Modestobacter versicolor CP153-2, AJ871304
F27_9D_FF, EF683015

F11_7C_FL, EF683016

Geodermatophilus sp. 45 Negev desers, x92361 | G€0derma-
F27_2B_FF, EF683017 tophilaceae
Geodermatophilus obscurus DSM43162, X92357

F14_8B_RF, EF683018

Microbacteraceae

de hilus obscurus di , L4062]
F11_SB_FL, EF683019 .
F15_1D_FF, EF683020 Micro-
L isolate AM697088  |sphaeraceae
ita, Y08341

F11_9A_RF, EF683021
F15_2A_FR, EF683022
F15_9E_FL, EF683023
F14_1E_FL, EF683024

Red Sea bacterium KT-2K38, AJ309527 Propioni-
F11_8H_FL, EF683025
Propionibacterium acnes, AF146370 bacteraceae

F27_4G_FL, EF683026
Propionibacterium acnes, AB097215
F11_7B_FL, EF683027

F11_3E_RP, EF683028
Propionibacterium acnes #7375, AB042290
Friedmanniella sp. EL-17a, AJ132943
F14_1G_FL, EF683029

Friedmanniella capsulata, AF084529
F12_2G_FF, EF683030

F12_3D_FF, EF683031

Friedmanniella spumicola, AF062535
Marmoricola sp. CNJ780 PL04, DQ448720
F14_2H_FL, EF683032

Nocardioi-
daceae

Uncultured soil bacterium, AF423273

Bifidobacterium thermophil, in RBLG7, DO340557 i T3 £+ .
e oga um srain KBLSY, PO Bifidobacteriales

F12_10H_FL, EF683034
F12_4C_RP, EF683035
F13_9E_RF, EF683036
F15_6B_FL, EF683037

70,

U65647

F14_6B_FL, EF683038
F15_4F_FF, EF683039

AT243871}

¢ AF361214

Actinomycetales

Rubrobacterales



F27_8C_RP, EF683040

|
strain AA688, Y18834 I
Taxeob strain Txgl, Y18836
Hymenob lerus, Y17356 |
F15_2F_FF, EF683041 I
F15_5A_FL, EF683042
F11_1C_RP, EF683043 |
F27_7G_FF, EF683044 |
F14 4B_RP, EF683045
Uncultured green sllll'\lr group bacterium, AF408271 |
F14_6A_RP, EF68304
F13_3A_FF, 683047 |
b sp. 29F, AY647897 |
F27_4H_FL, EF683048
Uncultured bacterium clone JSC9-T2, DQ532278 I
F15_8C_FL, EF683049 I
Runella sliy , M62786
FI3_1H_RF, EF683050 |
F15 9B ] RF, EF683051
Kaistella, flava strain YIM47657T, AM421015 I
F13_2G_FF, EF683052 |
F27_11G_FL, EF683053
Prevotella loescheii ATCC 15930, LI6481 |
|
|
|
|
|
|
|
|
|
|
|
|
|

Agricultural soil bacterium clone SC-I-70, AJ252650
F13 3D_FF, EF683054

, AY056829

Fl4 1H_RF, EF683055

F13_7A_FL, EF683056

Uncultured bacterium clone RB374, AB241539
F13_5F_FF, EF683057

Agricultural soil bncteriunl, AJ252615
F12_6D_FL, EF683058

F13_1B_FF, EF683059
F13_3C_FF, EF683060
F14_2B_RF, EF683061
Flavob ; .

Bacteroidetes

Y, , M62798
F27_12B_RP, EF683062
F12_7A_FL, EF683063
F27_5G_FF, EF683064
F11 GB FL, EF683065
a icola, D12657
Uncllltured bactenum clone MSFC_3MS5E, DQ447831
F13_9C_FL, EF683066
Cytoph=g= sp- clone BD2-15, AB015543 __ _, _ __-
57, 6C FF, EF68: 306 02
100 ly h X554
9 = F ‘usobacterium penodontu'um strain KP-F10, AJ810271 | FuSObaCterla
77, Chroococcidiopsis sp. CCI, DQ91 4863 | I
585 F15_8B_FF, EF683068
F14_2C_RF, EF683069 |
8 F27_9C_RP, EF683070 C b
8 FI15_¢ 9F RP, EF683071
F11_12B_FL, EF683072 | yanO aCtena
F13_4B_FL, EF683073
Lyngbya p. Ant- EraL‘k 1, AF263330 I
AB003167 |

Phomnbmm mucicola, AB003165 —
F14_12F_FL, EF683074
Soil bacerium, ARDI3S30 |
F15_6D_FL, EF683075 : :
Soil bacterium, AF013515 | Acidobacteria
Uncultured Acidobacteria clone AKYG990, AY922086 |
FI14 8G_RF, EF683076 .

idate division OP10 clone Wi-4H, AY192276 |

F14 4H_] FL EF683077
division OP10 clone OPB80, AF027089 I OPI O
Bactenum SJA-171, AJ009501

DEV022, AJ401118

“3 3F “*Eme . X90515 VCI’I’UCOD’IICI'Obla
U clone SMIDO02, AF445671

F13_11D_FL, EF683079

F12 3E ] FF EF683080 b
s, w317 _| Chloroflexi

F27_4B_FF, EF683081

Uncul d sludge bacterium s47, AF234723

F15_1C_FF, EF683082

F15 SE_FF, EF683083

soil bacterium, AJ252623

F13_6G_FL, EF683084
Un:ultured soil bacterium, AF423302
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