Reference sequence

A/HK/1035/98, H1

A/Singapore/1/57, H2

A/NY/355/2004, H3

A/Red-necked Stint/Australia/1/2004, H4
AJ/Ck/HK/61.9/02, H5N1
AJCk/HK/409.1/02, H5N1
AlICk/Pekalongan/BPPV4/2003, H5N1
A/Ck/Mangarai-NTT/BPPV6/2004, HSN1
A/Dk/Vietnam/568/2005, H5SN1
A/Bar-headed Goose/Qinghai/5/05, HSN1
AICk/Afghanistan/1207/2006, H5N1
A/Ck/Egypt/1/2006, H5N1
AJCk/HK/947/2006, H5N1
A/Ck/Pennsylvania/1370/83, H5N2
A/Chukkar/NY/51375/00, H5N2
A/Dk/NY/185502/02 H5N2
A/Mallard/BC/373/2005 H5N2
A/DK/HK/3461/99, H6
A/Ck/England/4054/2006, H7
A/Mallard/Alberta/194/1992, H8
AICk/Henan/43/02, H9
Alshorebird/Delaware/10/2004, H10
Al/Sharp-tailed sandpiper/Australia/6/2004, H11
A/Pintail/Alberta/49/2003, H12
Al/Gull/Maryland/704/77, H13
A/Mallard/Gurjev/244/82, H14
A/Dk/Australia/341/83, H15
A/Black-headed gull/Sweden/2/99, H16
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TATAGAGGGRGGATGGCAGEGAATCGTAGATGETTCE - TACCACCATAGCAAYGAGC - - L GGRTACGCTGCAGACAAAGA - ___L_ . ATGGAGTCAC
C..T..A..... G...AQT......A....... . JTATGGT[. .T..T-...CAG... ... AMAGGATCT. .C..T........ TC. . A_JAAGCACACAAAATGCCATTAL.C. .GA.T.
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C..... AAAT. .C..... A..CC.AA.C......... TATGGA|-T_AGA - -CCAG- - - TCAGAGGGAACA: - - ATCCACTCAAGCAGCCATTG|. . CAGA. . .A
IAGGGGAGT| IATCCACTCAAAAGGCAATAG- - . ..o .-
JAGGGGAGT| JATCCACTCAAAAGGCAATAG|. . . . . ... ..
IAGGGGAGT] IATCCACTCAAAAGGCAATAG|. . - . . ... ..
IAGGGGAGT| IATCCACTCAAAAGGCAATAG|. - - . . . . . ..
JAGGGGAGT| JATCCACTCAAAAGGCAATAG
JAGGGGAGT| JATCCACTCAAAAGGCAATAG
IAGGGGAGT| - -IATCCACTCAAAAGGCAATAG. -
JAGGGGAGT| JATCCACTCAAAAGGCAATAG. -
JAGGGGAGT| JATCCACTCAAAAGGCAATAG
-JAGGGAAGT| -[GTCCACTCAGAAAGCGATCG|.
JAGGGGAGT| JATCTACCCAGAAAGCAATCG|. . . .G. .. ..
JAGGGAAGT| JATCTACCCAGAAAGCAATCG. . . . . Ao...
IAGGGAAGT| IATCTACCCAGAAAGCAATCG|. . . .GA. . ..
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JAGGGGACA. . - .[CAGCACTCAGAAGGCAATAG|. CAACA .GCA
A.JAGGGAACA. . . IATCAACACAGAAAGCTATAG|. CCAGA.A. .
AAGGAACA- . - [GTCAACTCAGGCAGCCATTG|. . CAGA.A_A
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ICGATCATTGA JAAAGGAGAATAGAGAATTTA. ..o et
ICAATCATTGA JAAAGGAGAATAGAAAATTTA. L. oo et
CGATCATTGA IAAAGGAGAATAGAGAATTTA. ..o
CGATCATTGA IAAAGGAGAATAGAGAATTTA. - oo v eeeeeeeeaaa s
ICGATCATTGA JAAAGGAGAATAGAGAATTTA. .o a o et
ICGATCATTGA JAAAGGAGAATAGAAAATTTA. L. oo a o et
CGATCATTGA IAAAGGAGAATAGAAAATTTA. ..o v iieeeeeaaaaa s
CGATCATTGA IAAAGGAGAATAGAAAATTTA. .. oo
ICGATCATTGA JAAAGGAGAATAGAGAATTTA. .. oot
CAATAATTGA IAAAGAAGAATAGAAAATTTA. .T.. ... TT....... T..
- -CAATCATTGA - - JAAAGAAGAATAGAAAATTTG- - T. .o ea e T..
- -CAATCATTGA - -AAAGGAGAATAGAAAATTTG- . T. ..o ea . T..
- -CAATCATTGA C. . JAAAGGAGAACAGAAAATTTQ. . T. ... T..
[CGATCATTGA JAGAGAAGAATTGACAATCTG- .. ... .G......... T..
-OGGCTTATAGAA. . . . JAAAAGCAAATTGGCAATGT(. TA. TTG CCAG....TC
ATATAGTTGA. . . JAAAAAAGGATAAACATGATA. .TG.T..... .C...CA
ATATAGTCGA JAAACTAGACTCAATATGAT]. .T. . T..... T .T...CA
-AGGCTGATAGAE. . - - JAACATCAAATTGGCAATGTA.TA. .CTG. .CTA.G. .TT(
ATATCGTCGA[. .G - - JAGGAGAGGATAAACCAGTTGTCG. . .C.TG.A..T..TT(
ATGTCATTGA. . - JAAAGCAGAATAAACATGATT. . TTCC. - . . T..T..TCA
ACATTATTGAT . . AGAAGCGTATAAACATGCTTIGCAG.C.G...A..T..T.C
-AGATTAATAGAA. . . . JAAGGAAGAATACAAGACCTTIG.G. . .T.CG.T..G. . .AC
GATTAATTGAA. .. .CC JAGCAGCAGATAGGCAATGTA.TA. .CTG. .CAAGG. . . TC]
JATATCATCGAG. - JAAAAGAGAATCAACATGATTIGC.G.TCG.G.C..T..T.C

Primer Sequence (5”7 to 37)

F3 TATAGAGGGRGGATGGCA

B3c CCGTCTTCCATYTTYTTGTT

F1P (Flc+F2) TCTTTGTCTGCAGCGTAYCCTTTTGGGAATGGTAGATGGTTGG

B1P (B1+B2c) ATGGAGTCACCAATAAGGTCAACTTTTTCTAAGTTRTTAAATTCCCTTCCAAC
LPF GCTCRTTGCTATGGTGGTA

LPB CAAAATGAACACTCAGTTTGA




