Attachment 3:

Volume B:

107 DNA Sequencing tracings with BLAST analyses
for genotyping



Patient name PCR + PCR - Unsatisfactory Digene+ Digene - Unsatisfactory
Case # Number Type or Mixed Hi Low
12 (1143 HPV 31 neg
13 |1144 JHPv 45 [IHigh risk
16 1147 JHPv 56 |IHigh risk
34 1167 JHrv 16 High risk
48 1200 fHPv 16 neg
51 [1204 jHpv 4s neg
78 1275 |HPv 16 neg
79 |1274 Jupv 59 {IHigh risk
84 [1267 JHPv s6 [High risk
85 |1266 JHPv e High risk
93 |1293 | R neg
96 |1296 JHPveB neg
108 |1308 Jupv 18 {IHigh risk
111 1311 Jupv 59 [High risk
129 [1341 fHpv 73 neg
144 1356 jHPv 16 High risk
145  [1357 JHPv 16 neg
150  [1412 | TS High risk
155 |1417 JHPv 18 High risk
172 11450 IHPV 16 unsatisfactory
177 |1455 fHPv 16 High risk
187 1468 jHpv 16 neg
188 1469 JHPv 35 High risk
203 [1540 |opv 83 neg
210 |1547 jHPv 18 Hgh risk
226 |1585 |Hpv 52 neg
232 |1673 IHPves [[High risk _
241 |1688 jHPveB neg )
243 1690 jHPv 39 High risk =
249 1699 IHPv 54 neg =
253 |CHO6-3855 Jrpv s6 High risk N
254 |CHO06-3860 JuPv 31 [High risk -
255 |CH06-3873 JHPv 56 [High risk ©
256  |CHO6-3900 fHpPv 33 [High risk S
259 |CH06-3906 lHPves lihigh risk -
271 |CH06-4069 IHpPv 16 fi neg
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Patient name PCR + PCR - Unsatisfactory Digene+ Digene - Unsatisfactory |Beta
| _Case # Number Type or Mixed Hi Low

273 |CH06-4071 JHPv 58 high risk Pos

275 |CH064105 fHPv 66 high risk Pos

278 |CH06-4157 jHPvs neg Pos

279  |CHO6-3801 | M neg Pos

281 |CMO6- 40357 | TEY neg ~ lPes

285 |CM06-41244 Jupv ss lhigh risk Pos

290 |CM06-42499 |HpPves [Inigh risk Pos

297 |MS06-12976 IHPv 16 |ihigh risk Pos

299 |MS06-13073 JHPv 18 high risk Pos

300 |MS06-13180 ltPv 16 neg Pos

301 |MS06-13181 fHPv 168 18 [nigh risk Pos

303 |MS06-13367 JHPv 58 {Ihigh risk Pos

305 |NH06-1776 |HPV 16 (mixed) high risk Pos

307 |NH06-1823 |HPve neg Pos

308 |NH06-1826 JHev 16 [high risk Pos

310 |SM06-4620 JHPV 40 neg Pos

312 |SM06-4707 HPV 16 ! neg Pos

323 |SM06-4896 IHPv 16 high risk Pos

326 |SM06-4920 jHPv 16 [Inigh risk Pos

327 |SM06-4930 |HPv 16 neg Pos

335 |SM06-4978 [PV 53 Ihigh risk Pos

337 |SM06-5010 IHPV mixed (not 6,11,16,18) high risk Pos

346  |VINOB-8917 fHPV 54 neg Pos

352 |VIN06-9302 JHPv 59 high risk Pos

353 |CM06-4016 (PLS) | S Pos
354-1 |VIN06-9248 JHPves Ihigh risk Pos
3574 |VIN06-9330 fHPv 16 neg Pos
358-5 |VIN06-9332 fHPv 56 high risk Pos
360-7 |VIN06-9342 Imixed(not 6,11,16,18) neg Pos
365-12 |VIN06-9456 |HPv 16 high risk Pos
367-14 |VIN06-9513 IHPv 16 [ihigh risk Pos _
369-16 |VIN0B-9543 fHpv 54 high risk Pos
371-18 _|VIN06-9653 |HPv 62 neg Pos |
373-20 |SM06-5370 IHrPve [inigh risk Pos
374-21 |SM06-5371 1PV 59 [Inigh risk Pos
375-22 |SM06-5372 JbPv 58 neg Pos
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Patient name PCR + PCR - Unsatisfactory Digene+ Digene - Unsatisfactory |Beta
Case # Number Type or Mixed Hi Low
377-24 |CY06-7920 jHPv 39 Pos
378-25 |CH06-4178 JHPv 16 neg Pos
379-26 |CH06-4122 | A neg Pos
382-29 |CH06-4189 | I high risk Pos
384-31 |CH06-4200 JHpvss Ihigh risk Pos
386-33 |CH06-4206 fHPv 16 neg Pos
389-36 |CH06-4223 fHPv 16 neg Pos
391-38 |CH06-4247 fuPv 16 neg Pos
402-49 |CH06-4335 JHrPv 16 thigh risk Pos
406-53 |CM06-44151 | IV |Inigh risk Pos
410-57 |CM06-45503 | neg Pos
414-61 |MS06-13534 JHpv 35 neg Pos
415-62 |MS06-13867 fHPvs Ihigh risk Pos
417-64 |NH06-1865 | I lInigh risk Pos
418-65 |NH06-1903 IHPv 56 Ihigh risk Pos
420-67 |NH06-1940 | R neg Pos
421-68 |NH06-1941 [PV 58 [nigh risk Pos
425-72 |VIN06-9075 JHpv 54 [Inigh risk Pos
427-74 |SM06-5095 JHPv 31 [Inigh risk Pos
439-86 |SM06-5249 IHPv 66 [Inigh risk Pos
440-87 |SM06-5268 fHPvas lIhigh risk Pos
441-88 |SM06-5277 fHPV 31 [lhigh risk Pos
447-94 |SM06-5286 IHPv 18 [Inigh risk Pos
449-96 |SM06-5289 1PV 18 thigh risk Pos
450-97 |SM06-5336 Imixed(not 6,11,16,18) neg Pos
452-09 |SM06-5346 JHPv 31 high risk Pos
455-102 |SM06-5352 fHPv 16 {Iigh risk Pos
| 457-104 |SM06-5390 | I lihigh risk Pos
471-118 [1914 4PV 56 [High risk Pos
473-120 (1916 fHPv 70 Low risk Pos
475-122 (1918 JHPv 31 High risk Pos
490-137 |1961 JHPV 16 [High risk _ |Pos
491-138 |1962 fHPv 16 neg Pos
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plied
AB Biosystems HPV_2006-08-22 001
1 SEFRMEN # /2
S/N G:101 A:251 T:299 C:217 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 2018 to 3334 Pk1 Loc:2018 2
KB 12 Cap:1 Version 5.2.0 HISQV Bases: 68 12 R

_ ___...l....d.l.ll.dl ! _ ieien, il mnne v il

TCacTg ACTTAAFIACT CT TTAAZATTACIACTT TTIAAAT GIA GIA TCACIT CT TT(CAATTica GCACACACAG ICATAT TGGTAC TAC GHGTA GTAT CTAC (ACARGTAACARA AR
L 23 67 78 89 100 111

/\ 4 A

Printed on: Wdov 29,2006 11:58PM, EST

Electrophewﬂm Page 1 of 1




SEFMEN#* 14

12.

>gi|66933451|gb|DQ057333.1| Human papillomavirus type 31 isolate
BR1692 L1 protein (L1l) gene,
partial cds

Length=351
Score = 81.8 bits (41), Expect = 9e-14
Identities = 41/41 (100%), Gaps = 0/41 (0%)

Strand=Plus/Minus

Query 1 TGTTTGCAATTGCAGCACACACAGACATATTGGTACTACGT 41

FELLDELPRLLLLEEL VLT TR T

Sbject 56 TGTTTGCAATTGCAGCACACACAGACATATTGGTACTACGT 16



A'\ Applied HPV__2006-08-22_002 .
D Biosystems — -
; ﬁ WHE /
S/N G:65 A:106 T:142 C:90 KB_3130_POP7_BDTv1.mob F\F N#/*
H5

KB.bcp Pts 2020 to 3390 Pk1 Loc:2020
KB1.2 Cap:2 Version 5.2.0 HISQV Bases: 73 13

ey F ] NN e n. e by b ek & Sl

CATAT C'A(CTATRAGT GCTTAAIC TTAGTA GGGICATAT (IAC CT GAKACAGYFITTTT CT CTA GAGG(FCATAATGtTAAAT A GIAC TGCGEGTA GTATC 1AC Cic AGTAACAAAA

12 23 34 45 56 67 78 89 100 111

-

Printed on: W v 29,2006 11:58PM, EST

Eiectrophemgm‘ta Page 1 of 1




SEGMEN #
HE

13.
>gi|68159733|gb|DQ080002.1] Human papillomavirus type 45 L2 (L2) and

L1l (Ll) genes, complete
cds
Length=3057

Score = 91.7 bits (46), Expect = le-16

Identities = 46/46 (100%), Gaps = 0/46 (0%)

Strand=Plus/Minus
Query 1 CACAGGATTTTGTGTAGAGGCACATAATGTTAAATTAGTACTGCGG 46

LLELCEEEECE LR e e e e e e iy

Sbjct 2572 CACAGGATTTTGTGTAGAGGCACATAATGTTAAATTAGTACTGCGG 2527



KB_3130_POP7_BDTv1i.mob

A\%ﬁ yisetzms HPV__2006-08-22_003
3 IMEN # /¢
ﬁF&jME

S/N G:38 A:73 T:119 C:66
KB.bcp Pts 2036 to 3346 Pk1 Loc:2036
KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 63 16 i - Y

I PN g | [y e ip———— ll_-d.

Toc AT (T CTAAGGTEC T G FT IAAT TTTTCCT ¢CcaTCA TAT TIACTIAAC TCT TCTCTA G(A GTAC TAATAGTICcaTGTTAGTAC TTCUAGTA GTATCTAC (ACAGIAACAA BA
45 56 67

78 89 100 111

Printed on: WaghNov 29,2006 11:58PM, EST . Eka':tmnfverouwtﬁa Page 1 of 1




ABFRMEN* I

16.

>gi|70698531|gb|DQ007187.1| Human papillomavirus type 56 isolate
BR5868 L1 (Ll) gene, partial

cds

Length=391

Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps 0/39 (0%)
Strand=Plus/Minus

Query 1 CTGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCT 39

LELLLELELRETER T PR e

Sbjct 44 CTGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCT 6



A‘% égg'yisiegms HPV__2006-08-22_004
S/N G:60 A:90 T:126 C:78 KB_31 30_PO;7_BDTV1.mob ﬁPF ME N# 3
/b

KB.bcp Pts 2030 to 3362 Pk1 Loc:2030
KB1.2 Cap4 Version 5.2.0 HiSQV Bases: 68 34 R J

P Ny T e T 1N ST

TTTIGTIACTGTIGC GTAGATAC TEICAaCGCAGTZC ARATATIGICATTATGICC 1GCC ATFTC TACTTIC AGAAAC TAC ATATAAAAATAC TAA(TITARAGA GACCT ¢ G ¥C AgCG.
114 103 92 81 70 59 48 37 26 15 4

Printed on: Wi ov 29,2006 11:58PM, EST . Electrophemgm"a Page 1 of 1




REGRMEN # >

34.

>gi|93278076|gb{DQ469930.1| Human papillomavirus type 16 from Germany
L1l gene, complete cds
Length=1518

Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Plus

Query 1 TCATTATGTGCTGCCATATCTACTTCAGAAACTA 34

LELELELEVE TRV LT e

Sbjct 1027 TCATTATGTGCTGCCATATCTACTTCAGAAACTA 1060



A“B pp'ietgms HPV__2008-08-22_001
S/N G:41 A:69 T:90 C:53 KB_3130_P0P57_BDTV1.mob ﬁg&%E N # ng
b

KB.bep Pts 1979 to 3279 Pk1 Loc:1979
KB1.2 Cap:1 Version 5.2.0 HISQV Bases: 65 48 ‘e

Smarm i s o oibesions Btk .. ol ar i ol diile w . _ _

TTTTGTIACTgIGGTAGATACT?CaC GCAGTACAAATATCT CATTATGTIGC 1¢C CATITC TACTIC AGAAAC TACATA'AAAAATACTAACETTIAAGGA GACCT ¢t GT c¢ageG.
114 103 92 81 70 59 48 37 26 15 4

1263
842
421

Printed on: WadlNov 29,2006 11:58PM, EST . EW Page 1 of 1




EB&;?WE"‘ # 9

48,

>gi|93278209|gb|DQ440541.1| Human papillomavirus type 16 isolate 83 L1
capsid protein gene,

partial cds

Length=348
Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)

Strand=Plus/Plus

Query 1 ATATCTACTTCAGAAACTACATATAAAAATACTAACTTT 39

Sbject 1 ATATCTACTTCAGAAACTACATATAAAAATACTAACTTT 39



A‘B M;':gms HPV__2006-08-22_002
S/N G:79 A:138 T:168 C:118 KB_3130__P0:7_BDTV1 .mob ﬁg&%&" # 51
45

KB.bcp Pts 1972 to 3312 Pk1 Loc: 1972
KB 1.2 Cap:2 Version 5.2.0 HISQV Bases: 68 51

e e mem ma .ld_lh- —‘l-l-..- sk met s Bmte v ollieem. pmeem L

TcATActAC '"ACtA TAGT GCTTAAIC TTAGTAGGat(ATATCTACCT GG(ACAGG .TTTIT CT CTA GAGCCFCATAATGTIAAATIAGIACTGCGQAGTAGTATC TACCACAGLA ACAARA
1 12 23 34 45 56 67 78 89 100 111

1119
746
373

Printed on: W‘ov 29,2006 11:58PM, EST

Electrophemaw‘a Page 1 of 1




@

EFRMEN # <
45

51.
>gi| 68159733 |gb|DQ080002.1| Human papillomavirus type 45 L2 (L2) and

L1l (L1) genes, complete
cds
Length=3057

Score = 71.9 bits (36), Expect = 2e-12

Identities = 36/36 (100%), Gaps = 0/36 (0%)
Strand=Plus/Minus
Query 1 TGTGTAGAGGCACATAATGTTAAATTAGTACTGCGG 36

LELTELERCVETE PR e e i

Sbject 2562 TGTGTAGAGGCACATAATGTTAAATTAGTACTGCGG 2527



AR Aeored s HPV_2006-05.22.003 SEECIMEN # 7

KB_3130_POP7_BDTvi.mob

S/N G:76 A:129 T:165 C:96
KB.bcp Pts 1975 to 3282 Pk1 Loc:1975
KB1.2 Cap:3 Version 5.2.0 HISQV Bases: 69 78 ' v e

9290
660
330

L

n e ot ol b e il el N J1 ] |

TCCecT (T C g AGGTIC TICC T TAAAgTIAGTATTTTIATA TGTA GT TTCT GHAGTA GFTAT GGCA CCACATAATGACATATTTCIAC TGCGHCTA GTATC TA(2cACA(ZtAACAAAA
61 73 85 97 109

13 25 37 49

i
H
i
i

i
LS
I

Printed on: Waov 29,2006 11:58PM, EST




REVRMEN# 7

78.

>gi]110555016 |gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (Ll) gene, complete cds
Length=1596

Score = 79.8 bits (40), Expect = le-14
Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus

Query 1 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 40

LOLELELELC PR TR ey

Sbjct 1128 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



A‘B apos;yms‘igms HPV__2006-08-22_004
SN G:71 A:1113 T:121 C:92 KB_3130_P0:7_BDTV1 .mob ﬁF\F‘fWEN # 79
5

KB.bcp Pts 1969 to 3303 Pk1 Loc:1969
KB1.2 Cap4 Version 5.2.0 HiSQV Bases: 45 79

- - o= eeslie o8 i h..— - = Ha s, s .o s s wl

TcaATCgtCT GCCATAT TCTTTAAR:c TGGTAGGT (T (TATacaT 1A GG ATAG FAGAacTaCTA G FAGCACACPCAG FAZG ITTGGTGCTCC GAGTAGTATC TAC (ACAGTAACRA AA
49 61 73 85 97 109

960
640
320

960
640
320

Printed on: V“Jov 29,2006 11:58PM, EST Elecﬂophemgr'ta Page 1 of 1




ﬁF&i‘WE” # 7

79. .
>gi 94490337 |gb|DQ486471.1| Human papillomavirus type 59 isolate Bsb-

28 major capsid protein
L1 gene, partial cds
Length=455

Score = 73.8 bits (37), Expect = 5e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)
Strand=Plus/Minus

Query 1 AGTAGTAGAAGCACACACAGAAAGATTGGTGCTGCGA 37

LEEPEVELEREREL e e e i

Sbjct 102 AGTAGTAGAAGCACACACAGAAAGATTGGTGCTGCGA 66



A‘B ég!,',":{éms HPV__2006-08-22_001
9 B RMEN* o

S/MN G:60 A:133 T:180 C:119 KB_3130_POP7_BOTv1.mob
KB.bcp Pts 1978 to 3255 Pk1 Loc:1978 50
KB1.2 Cap:1 Version 5.20 HiSQV Bases. 60 84

e e e meme y M el m o e M i e Ak

Tcc ATgT CTAAGGTIC TG ITTAAT TTTTCCT CcaTCATATTACT AACTIGTTCT (TAGCA GTAC TAATAGICAaTGTIA GTACTTCTIAG TAGTATCIACCA CAGTAACAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: W‘ov 29,2006 11:58PM, EST




BFAMEN* o

84,

>gi|70698531{gb|DQ007187.1]| Human papillomavirus type 56 isolate
BR5868 L1 (Ll) gene, partial

cds

Length=391

Score = 73.8 bits (37), Expect = 5e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)
Strand=Plus/Minus

Query 1 GTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCT 37

RN R R

Sbjct 42 GTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCT 6



A'\B eigglylset‘éms HPV__2006-08-22_002 ﬁPECl

10 gEN # <5
S/N G:109 A:163 T:238 C:148 KB_3130_POP7_BDTv1.mob PVTY
KB.bcp Pts 1949 to 3243 Pk1 Loc:1949 A
KB1.2 Cap:2 Version 52.0 HISQV Bases: 14 85
C CCAT GT IC GANMG TIC T S MTTR ART'I'IASga'IGCtT,tATATt'IAGT'IaarI‘GA gTTttAGCt GCA ttAATAg 'I(aTgTTG(TaCTTC'IJGGTAGTATC TACTACCGYA
1 11 21 31 41 51 61 71 81 91 101

'm\ ,A'~ lt "

Printed on: v 29,2006 11:58PM, EST ’ Electropherogrb‘ta Page 1 of 1




o

85.

5
SEEMEN  ©
bolo

>gi|94490343|gb|DQ486474.1| Human papillomavirus type 66 isolate Bsb-

107 major capsid protein
Ll gene, partial cds
Length=449

Score = 67.9 bits (34), Expect = 4e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Minus

Query 5 TTTTAGCTGCATTAATAGTCATGTTGGTACTTCT 38

LELECLEELE VR T T e

Sbjct 100 TTTTAGCTGCATTAATAGTCATGTTGGTACTTCT 67



AB agsylsetgms HPV__2006-08-22_003
S/N G:91 A:155 T:220 C:128 KB_31 3o_Po:=17_BDTv1 .mob ﬁ E\FQWEN # 9%
10

KB.bcp Pts 1952 to 3249 Pk1 Loc'1952
KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 61

- mm—— . Lo hmad 1 s “nh F BN Beasl B _

TCCceT GAC GAGGTIC TCCT TAAagT 'AGTATTTT ATAT GIA GTTICT GRAGIA GIZTAT GGCA CCACA TAATGACATAaTTTCIACTCCHEGTAaGTATCIAC CACAGEAACARAAR
L 12 23 34 45 56 67 78 89 100 111

Printed on: W, v 29,2006 11:58PM, EST . EW Page 1 of 1
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’

REVEVMEN # 9>
G

93.
>gi|110555016 |gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1) gene, complete cds

Length=1596

Score = 79.8 bits (40), Expect = le-14
Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus

Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCG 40

LELLEELLEL R TV TPV T

Sbjct 1129 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCG 1090



A\% éggllegms HPV__2006-08-22_004
- : SEFEMEN #
SIN G:185 A:247 T:395 C:237 KB_3130_POP7_BDTv1.mob
b

KB.bcp Pts 1940 to 3207 Pk1 Loc:1940
KB1.2 Cap4 Version 5.2.0 HISQV Bases: 58 91

fn e l-i N T T IN TEee

TT ACAT Ga ¢ GoeTHtAC TC TTITFTAATcaG #TTGGT (TAT CT GG AGIT[CTA CT']AC GG lTC(ACATAATGT(ATGTTGG'IACTGCGI‘CTaG'IATC TAC CACAGTARCAA RA

Printed on: Waght'ov 29,2006 11:58PM, EST . EW Page 1 of 1




.
S

C )

SEFMEN # 7
b

96.

>gi 25272068 |gb|AF548810.1] Il Human papillomavirus type 6 isolate 1 L1
(L1) gene, partial cds

Length=138

‘Score = 75.8 bits (38), Expect = le-13

Identities = 38/38 (100%), Gaps = 0/38 (0%)

Strand=Plus/Minus
Query 1 GTAGTTACGGATGCACATAATGTCATGTTGGTACTGCG 38

CUVELLTELTET R P b
Sbjct 62

GTAGTTACGGATGCACATAARTGTCATGTTGGTACTGCG 25




A\B ﬁ@'}ﬁ%ms HPV__2006-08-23_001
S/N G:102 A:163 T:196 C:144 KB_3130_P0F?7_BDTV1 mob ap\§$WEN #/08
/8

KB.bcp Pts 1936 to 3270 Pk1 Loc:1936
KB 1.2 Cap:1 Version 5.2.0 HiSQV Bases: 76 #65

I N N I N e e

TCACT GT CT (CTATAC T GC TTARATTTGGTIAGCATC(A TATT CCCCAGGTACA GG ACéc T (T CTA GPAGCACATATTCT TIAAATTGGTAC TGCEAGTAaGTATCTAC (A CAGTAACAA AL

L 12 23 34 45 56 67 78 89 100 111

1074
716
358

Printed on: T"\v 30,2006 12:22AM, EST

EW Page 1 of 1




BB FHEN o5

108.
>gi[94490339|gb|DQ486472.1| Human papillomavirus type 18 isolate Bsb-

48 major capsid protein
Ll gene, partial cds

Length=455
Score = 85.7 bits (43), Expect = 2e-16
Identities = 43/43 (100%), Gaps = 0/43 (0%)

Strand=Plus/Minus

Query 1 CAGGAGACTGTGTAGAAGCACATATTGTTAAATTGGTACTGCG 43

LECEDERRCCREL TR LR e e
Sbjct 109 CAGGAGACTGTGTAGAAGCACATATTGTTAAATTGGTACTGCG 67



A‘E eigglyisetgms HPV__2006-10-02_004
S/N G:39 A:65 T:62 C:58 KB_3130_PO|S7_BDTV1 .mob ﬁF\FWN # 1|
9

KB.bcp Pts 1936 to 3255 Pk1 Loc:1936
KB1.2 Cap4 Version 5.2.0 HiSQV Bases: 57

I——pog— | - ... ‘-_-_ -.-“ - - . ._.I ! EEE

TMMAT GT CTRGGFMATAT TCT TTAAAACTGGETAGGT (T (IATC T 1A GG JATA GGZ?G A GTAGTA GJAG(ACACACAG JA PG ITTGGLCC T(C GAGTAGTATC TAC (ACAGTAACAAA
L 12 23 34 45 56 67 78 89 100 111

1029
686
343

Printed on: S‘c 02,2006 09:06AM, EST




e

SEFRMEN* /1
59

>gi 1209186 |gb|U45930.1|HPU45930 Human papillomavirus type 59, isolate
C29, major capsid protein

Ll (L1) gene, partial cds

Length=455

Score = 75.8 bits (38), Expect = 2e-13
Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand=Plus/Minus

Query 5  GAGTAGTAGAAGCACACACAGAAAGATTGGTGCTGCGA 42
LOCEPTLETERTE TP e et r

Sbjct 103 GAGTAGTAGAAGCACACACAGAAAGATTGGTGCTGCGA 66



A‘. Applied HPV__2006-10-12_002

Biosystems
2 N# A9
S/N G:10 A:16 T:24 C:17 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1897 to 3270 Pk1 Loc:1897
KB12 Cap:2 Version 5.2.0 HISQV Bases: 50 ‘1&

e uen _wmbllill . . . _ a2 _.am Hs [ _l

T CWSMS SEYMW VA ARTRKT CC TWAARITTTGAGTT GSAFHG(T T GA GYMGAG(ja C TAGCT T gtCTACC tACA(A TA CAG AAAAFTIA GTGCTTC TAG TAGTATCTACCAMBGTAACAA
L 13 25 37 49 61 73 85 97 109 132
933 !
622
311
0]
aA
'l
933 |
622
i
311 h
0 ‘:'&m_;"n

Printed on: Sﬁc 02,2006 10:45AM, EST




A AMEN * /1
1%

>gi|2995157 |emb|¥12222.1 |HPVL1503 . Human papillomavirus type 73 L1
gene, partial, isolate han HV503
Length=102

Score = 85.7 bits (43), Expect = 2e-16
Identities = 43/43 (100%), Gaps = 0/43 (0%)
Strand=Plus/Minus

Query 1 TACTAGCTTGTGTACCTACACATACAGAAAAATTAGTGCTTCT 43

LELEVLLLETC VTR LT e

Sbjct 43 TACTAGCTTGTGTACCTACACATACAGAAAAATTAGTGCTTCT 1



AR bepied ., oo 7o

8
SIN G:518 A:814 T:1186 C:685 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1792 to 3015 Pk1 Loc:1792
KB1.2 Cap:4 Version 52.0 HIiSQV Bases: 62

DECIMEN # 44
1%

Y N N T STy g 5

Printed on: W‘ov 29,2006 10:19PM, EST
.

r ol mws .

TCCMTKAC KAGGT C TCCT TAAR T'AGTATTTT'ATAT G1A GTTITCT GARAGIA GITAT GGCA (CACATAATGACATATTTCIACTGCAKCT RGTATCIAC (AMAGWAACAA BA

100 111

W Page 1 of 1
/i




§g§/typ§~ # [

144.

>gi|93278076|gb|DQ469930.1| Human papillomavirus type 16 from Germany
Ll gene, complete cds

Length=1518

Score = 73.8 bits (37), Expect = 2e-11

Identities = 37/37 (100%), Gaps = 0/37 (0%)
Strand=Plus/Minus
Query 1 TAGATATGGCAGCACATAATGACATATTTGTACTGCG 37

LECELLERCCREL R TN L et

Sbjct 1048 TAGATATGGCAGCACATAATGACATATTTGTACTGCG 1012



A\B éggly'setgms HPV__2006-08-11_001

1 g
S/N G:361 A:610 T:871 C:474 KB_3130_POP7_BDTv1.mob :ngN # }L{
KB.becp Pts 1843 to 3081 Pk1 Loc:1843
KB1.2 Cap:1 Version 5.2.0 HISQV Bases: 59

e e _Smw_= - ' .Lh. ). el . oolisamedir  mn s ammds

TC C2?T GAC KAGGTC TCCTTAAR TIAGTATTTT ATAT GTA GT TTC T GAAGIA GFTAT G GCA CCACATAATGACATATTTGIACTCC GKGTRGTATCTACP'AMAGV\AAMAAAA

Printed on: W‘Nov 29,2006 10:34PM, EST




C )

SREGMEN# /45
[ b

145.

>gi|110555016|gb[DQ680078.1] Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds

Length=1596

Score = 73.8 bits (37), Expect = 2e-11
Identities = 37/37 (100%), Gaps = 0/37 (0%)
Strand=Plus/Minus

Query 1 TAGATATGGCAGCACATAATGACATATTTGTACTGCGV 37

Sbjet 1126 TAGATATGGCAGCACATAATGACATATTTGTACTGCG 1090



A‘% éﬁ?’,}&‘;ms HPV__2006-08-15_001
! 150
S/N G:16 A:42 T:37 C:37 KB_3130_POP7_BDTv1.mob PECIMEN #
Pts 1778 to 2973 Pk1 L::c:1778 &PV | #E

KB.bcp
KB12 Cap:1 Version 5.2.0 HISQV Bases: 41 56 >

-— — o n- amelim.. . b ool ms Hss. ki s

CTwca TRAGtCtARA gGtic T g PTTAAT TTTTC (T GceTcaTaT T'Ac TIRACTCTtCTcTA«a gaAttAATA GTCATCTIAg TACTTCIAGTAGEATC TACCACAGEAACAAAA (A
25 37 49 61 73 85

1 13 97 109
PRt
0y

765 |
510

255

Electrophemqm‘a Page 1 of 1

Printed on: T'wv 30,2006 01:45AM, EST



REGRMEN # /°

150.
>gi|[70698531|gb|DQ007187.1| Human papillomavirus type 56 isolate

BR5868 L1 (Ll) gene, partial
cds
Length=391

Score = 67.9 bits (34), Expect = 4e-11
Identities = 40/42 (95%), Gaps = 0/42 (0%)
Strand=Plus/Minus

Query 1 AACTGTTCTGTAGCAGAATTAATAGTCATGTTAGTACTTCTA 42

LECCLLELELL L T TP R PR T

Sbjct 46 AACTGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 5



AR

KB.bcp
KB 1.2

Applied HPV__2006-08-24_004

Pts 2015 to 3386 Pk1 Loc:2015
Cap:4 Version 5.2.0 HISQV Bases: 66 #29

Biosyste
S/N G:69 A::Zin:cs::gs KB_3130_P0|:7__BDTV1 .mob ﬁFF%EN # /55
18

1098
732
366

e e —mem A e o ek |t e ey Bk o e

CICZCTCgtC TAGC'ATAC T GCT TAAATTTGGTAG(AT (A TATT GCCCAGGTZCA GG Atke T (T CTA GFAG(ACATATTGTIAAATT GCTAC TGCGAGTAGTATCTAC CACAGtAACAARA
L 13 25 37 49 61 73 85 97 109 13

5o

Printed on: Theablov 30,2006 12:34AM, EST . Electrophemgrawta Page 1 of 1




REVFMEN # /s
5%

1685.

>gi|94490339|gb|DQ486472.1| Human papillomavirus type 18 isolate Bsb-
48 major capsid protein
Ll gene, partial cds

Length=455
Score = 75.8 bits (38), Expect = le-13
Identities = 38/38 (100%), Gaps = 0/38 (0%)

Strand=Plus/Minus

Query 1 ACTGTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 38

LELLLCERETTEL P e e e e ey

Sbjct 103 ACTGTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 66



A

SN G:258 A:394 T:771 C:338

KB.bcp
KB 1.2

Applied

2 HPV__2006-08-11_003

Biosystems 3
KB_3130_POP7_BDTv1.mob

Pts 1842 to 3090 Pk1 Loc:1842

PPUTMEN# 7=
Cap:3 Version 5.2.0 HiSQV Bases: 62 |

939
626
313

Printed on: W,

eeconne i il BT .oelcliialE: hifas s

CWC CMT T CAKAGGT C TCCTTAARTIAGTATTTT ATAT GIAGTTICT GMAGTAGITATGGCA CCACATAATGACATAT TTGTACTGQ(T GTRGTATCTAC CACAGTAACAARR
34 45 56 67 78 89 100 111

23

v 29,2006 10:34PM, EST

Electropherogru‘ta Page 1 of 1




RPGHMEN # /72
| o

172.
>gi[110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major c#psid protein (Ll1l) gene, complete cds
Length=1596

Score = 75.8 bits (38), Expect = 5e-12

Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand=Plus/Minus

Query 1 AGTAGATATGGCAGCACATAATGACATATTTGTACTGC 38

Sbjct 1128 AGTAGATATGGCAGCACATAATGACATATTTGTACTGC 1091



\J A pli e d
A‘% Bigsystems
S/N G:493 A:784 T:1243 C:658

KB.bcp
KB1.2 Cap4d

HPV__2006-08-11_004
4
KB_3130_POP7_BDTvi.mob
Pts 1844 to 3093 Pk1 Loc:1844

Version 5.2.0 HiSQV Bases: 47

FRGFMEN # 77
o

L 12

Printed on: W‘ov 29,2006 10:34PM, EST

——s e e B e e S o D . -_-‘-H- - - » . -

CIMCC YT(T C GAGGT C TCYTTAAR T'AGIATYTTIATAT GIA GTTTC T GFAGTAG FTaT Ggca cCACATAATGACATATTTCIAC TGC(NGTAGTATCTAC (ACAGWAACARA AA
45 56

albems st aiaihr Bt w o ol .

100 111

EW Page 1 of 1



ﬁgg%EN # /77
v

177.

>gi[110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds
Length=1596

Score = 79.8 bits (40), Expect = 4e-13

Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus

Query 1 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 40

EELLECLELEET TV T T T |
Sbjct 1128 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



A\B é&%ms HPV__2006-08-16_002

2 b
S/N G:124 A:218 T:332 C:169 KB_3130_POP7_BDTv1.mob ﬁg\;%N # (57
KB.bcp Pts 1927 to 3207 Pk1 Loc:1927
KB1.2 Cap:2 Version 5.2.0 HISQV Bases: 35 o
___-—.-_._..——--... — u-‘ - - —— ) - _.___-.'—‘... — .-—I"—-
TCCCT CC CAKASGTZC TCYTTAARKAGIRT TTTATATCTAGTTIWCWS ?ACTAGA ATggcAgCcacATAATG ACATAT TTCT:C TGCEECTAGTATC TWY CACAGTAACWWYWCA
L ‘12 23 34 45 56 67 78 89 100 111
1084
813
542
271
o

Printed on: W v 29,2006 11:12PM, EST , Electrophemgrbt'a Page 1 of 1




SEEGUMEN # 1%/
2

187.
>gil110$550161gb|D0680078.1l Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (Ll1l) gene, complete cds

Length=1596

Score = 63.9 bits (32), Expect = 2e-08
Identities = 32/32 (100%), Gaps = 0/32 (0%)
Strand=Plus/Minus

Query 7 ATGGCAGCACATAATGACATATTTGTACTGCG 38

ECLLEELERELE DT e e i)
Sbjct 1121 ATGGCAGCACATAATGACATATTTGTACTGCG 1090



A% ﬁos tems HPV__2006-10-03_001

1

S/N G:28 A:75 T:96 C:46 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1989 to 2709 Pk1 Loc:1989
KB 1.2 Cap:1 Version 5.2.0 HiSQV Bases: 36

et ulr llilhl.l Bl

CM(CCM AT T CIGGSW TATAAFG GR[TICATGCCTCATCT GGAAG /ATAT GAT TTACA GTT']ATTT'I]: IC

Printed on: T‘c 05,2006 12:50AM, EST

SPECIMEN # [ 83
HPV TYPE

Electropherogra'ta Page 1 of 1



SPECIMEN # /33
HPV TYPE 3.~

>gi|66933463|gb|DQ057339.1| Human papillomavirus type 35 isolate

SA1505 L1 protein (Ll) gene,
partial cds

Length=351
Score = 52.0 bits (26), Expect = 2e-06
Identities = 26/26 (100%), Gaps = 0/26 (0%)

Strand#Plus/Plus
Query 16 GAAGAATATGATTTACAGTTTATTTT 41

LELETEEE LT T

Sbjct 97 GAAGAATATGATTTACAGTTTATTTT 122



AR fpplied HPY_2000 - 15-004 SPECIMEN # 20
Py Y OE >

S/N G:30 A:48 T:46 C:49 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1701 to 2859 Pk1 Loc:1701
KB12 Cap4 Version 5.2.0 HISQV Bases: 42 2

P TR o a] | ey

CIYARIGEG CSSRRRAFFKTATKCZY T KAW KTMMG vGSCTTSW KW TTTA K TWRY ST (Y gt f{eAGCa(Ct TgAA?TAGTEATaTT GGIAC TgC g@GTAGTATC TAC (A CAGTAACAA AR
1 13 25 37 49 61 73 85 97 109

Printed on: TUV 30,2006 01:45AM, EST
A\

Electropherogrbwta Page 1 of 1




BRGIEN # o>
C)

203.
>gi|5059324|gb|AF151983.1|AF151983 Human papillomavirus type 83,
complete genome

Length=8104
Score = 50.1 bits (25), Expect = 7e-06
Identities = 25/25 (100%), Gaps = 0/25 (0%)

Strand=Plus/Minus

Query 10 TGAAATAGTAATATTGGTACTGCGG 34

Sbjct 6782 TGAAATAGTAATATTGGTACTGCGG 6758



lﬁﬁEiﬁﬁﬁﬁE?éms HPV__2006-10-06_002 10
SIN 638 A3 T75 G164 KB_3130_PODY._BDTvtmob SEFCIMEN # =
I9

KB.bcp Pts 1956 to 3330 Pk1 Loc:1956
KB1.2 Cap:2 Version 5.2.0 HISQV Bases: 65

T T e T T e e S —

CMMACT IT CTCS TATEC T GC TTAARTTTGGIA G(AT(ATATT GCCCAGGTACA GGAG M TIT CTA GAAG(ACATAT TGTAAAT TGGTACT CCGAGTAGTATC TAC CACAGTAACAARL
L 12 23 34 45 56 67 78 89 100 111

Y
1155
770
385
0 b

Printed on: Sw 02,2006 10:20AM, EST

Elecﬁopherbgm‘ta Page 1 of 1




ﬁg\FWEN # 20
[

>gi|94490339|gb[DQ486472.1| Human papillomavirus type 18 isolate Bsb-
48 major capsid protein

L1 gene, partial cds

Length=455

Score = 69.9 bits (35), Expect ge-12
Identities = 35/35 (100%), Gaps = 0/35 (0%)
Strand=Plus/Minus

Query 1 GTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 35

Sbjct 100 GTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 66



. A ied
A‘B Biggglfstems HPV_20062-08-1 1002
S/N G:343 A:772 T:902 C:785 KB_3130_POP7_BDTv1.mob WWEN # 220
S

KB.bcp Pts 1839 to 3051 Pk1 Loc:1839
KB 1.2 Cap:2 Version 5.2.0 HISQV Bases: 21

_———— e N - ——m S R _ = A E.2 &£ r . _r.m b

TC(GY SCGCA CAPGGWM CICCYIMAAAYCWITAYRYMYATIA Y T CCTY Y[CCTc t«T AAC CTCaG(ACATAAAG'CATCTTIAGLQCT’C GAGTAGKWTY TACCACARKWACMA AR
L 13 25 37 49 61 73 85 97 109

Printed on: W v 29,2006 10:34PM, EST

Electmphemgm‘a Page 1 of 1




C )

SBEGMEN # 220
LA

226.

>gi|66933425|gb[DQ057320.1| Human papillomavirus type 52 isolate
BR0258 L1 protein (L1) gene,

partial cds

Length=i421
Score = 58.0 bits (29), Expect = le-06
Identities = 29/29 (100%), Gaps = 0/29 (0%)

Strand=Plus/Minus

Query 7 TAACCTCAGCACATAAAGTCATGTTAGTG 35

Sbjct 103 TAACCTCAGCACATAAAGTCATGTTAGTG 75



A Applied HPV__2006-09-18_002

Biosystems
2 2372
SIN G:35 A:74 T:74 C:63 KB_3130_POP7_BDTv1.mob ﬁg\ECI%EN #
KB.bcp Pts 1951 to 3238 Pk1 Loc: 1951 )
KB12 Cap:2 Version 5.2.0 HISQV Bases: 44 L

e e TR B BB e TR NI e

T¢A TgGcC G AGCTaTT G TGeTTT2C GGG(ATCATATTIA GT t:ATGT CCTTT A gC TG GGTTAATAGT (aTCTTGGT (CTIC TAGTAGTIATC TacCACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: F@ 01,2006 01:14AM, EST

Electropherogra’ta Page 1 of 1




SPECIMEN # ~>%
HPV TYPE

232 ble

>gi| 70698456 |gb|DQ007161.1| Human papillomavirus type 66 isolate
ED2204 L1 (Ll) gene, partial

cds

Length=391

Score = 93.7 bits (47), Expect = 9e-19
Identities = 47/47 (100%), Gaps = 0/47 (0%)
Strand=Plus/Minus

Query 1 TAGTTAATGTGCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG 47

LECECETEEEL L e T T Ty

Sbjct 101 TAGTTAATGTGCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG 55



AR BBESEms HPY_2006.06-23_004 MEN # 24/
S/N G:60 A:86 T:118 C:77 KB_3130_POP7_BDTv1.mob ﬁgg%E _
b

KB.bcp Pts 1921 to 3183 Pk1 Loc:1921
KB12 Cap4 Version 5.2.0 HiSQVBases:54 #91

I .l.l l.i THY N gy e

TACHMT Gac CceTGT C TCTTTHAATCcAG ATTGGT (IAT CT GCAAGIT[CTACTTAC GG ITG(ACATAATGT(AT CTTGCTFCT CCAr CTgGGTATC TAC CACAGTAACAAARA
56 67 78 89 100 111

L 12 23

Printed on: T%w 30,2006 12:22AM, EST




ﬁg\l;‘(fyygn # 24/

241.

>gi[25272068|gb|AF548810.1| II Human papillomavirus type 6 isolate 1 L1
(L1) gene, partial cds
Length=138

Score = 75.8 bits (38), Expect = le-13
Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand&Plus/Minus

Query 1 GTAGTTACGGATGCACATAATGTCATGTTGGTACTGCG 38

LEEECETDEEC TR R T

Sbjct 62 GTAGTTACGGATGCACATAATGTCATGTTGGTACTGCG 25



AB égyy'setgms Hw_zooze_-,os-w_ooa y
SIN G:21 A'55 T:49 C:34 KB_3130_POP7_BDTv1.mob ﬁg&%EN #2493

KB.bcp Pts 1887 to 3699 Pk1 Loc:1887
KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 111

39
— e __...-.m.h L..I_ T T T e —_-—

1AC YK ((CCT GCGWATA T TCCTTAAIC TIAG AGG WATAT GIA GFAGGIAT[GGIA G a TCIATA cAGCTAGITAAT CTAAAG TTGCIACTAC GGGTAGTGTC CFC TACAGIAA G.ZAA'IAA
108

121 133 145 157

Electrophemgmgta Page 1 of 1

Printed on: Flﬁ: 01,2006 01:03AM, EST




BEFPMEN # 2>

>gi[25272153|gb|AF548857.1/| . Human papillomavirus type 39 isolate 2
Ll (L1) gene, partial

cds

Length=135

Score = 69.9 bits (35), Expect = le-11
Identities = 35/35 (100%), Gaps 0/35 (0%)
Strand=Plus/Minus

Query 7 TCTATAGAGGTAGATAATGTAAAGTTGGTACTACG 41

LELTERERELERER LR et |

Sbjct 54 TCTATAGAGGTAGATAATGTAAAGTTGGTACTACG 20



A

Appilied HPV__2006-09-15_001

Biosystems 9
SN G5A7T:6C7 KB_3130_POP7_BDTv1.mob ag&%*EN # 2 4 q
KB.bcp Pts 1777 to 8532 Pk1 Loc:1777 I
KB 12 Cap:1 Version 5.2.0 HiSQV Bases: 5
-l e el B s B S sl eeeml me e _ _ = - = -0 R T —
TCCAIT gtt aTA Aaa TACTgCCC TAAG 1gA G JATTA TIARAAG CIATcgglf GCCT GG FTGC T GtAg CJ/CAATGT 1AGGTTAGIaCTACIGGa TAgaATa TaCCACAGTAACAAA
L 12 23 34 a5 56 67 78 89 100 111
804
603
402
201
L E
atG
804
603
402
201 1
0 facills

Printed on: ‘I‘ov 30,2006 01:45AM, EST

EW Page 1 of 1




BBFMEN

249.

>gi|1017782|gb|U37488.1|HPU37488 - Human papillomavirus type 54,
complete genome
Length=7759

Score = 79.8 bits (40), Expect = le-14

Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus
Query 1 TGCGTGGATGCTGTAGCACACAATGTTAGGTTAGTACTAC 40

LECELECECEEE TR TR e ey

Sbjct 6647 TGCGTGGATGCTGTAGCACACAATGTTAGGTTAGTACTAC 6608



A% Blosystems HPV__2006-09-15_003 )
S ,SPECIM N# 253
HPV TYP

SN G6A:13T:13C:12 KB_3130_POP7_BDTv1i.mob 25

KB.bcp Pts 1794 to 2973 Pk1 Loc:1794 5

KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 19 (0
— e, e e S S . B e n iR B __-‘ - . - -.-_._.. il —edl oL iE ._- B _.- Em .._..
A .Bat CgccTahA gGtaZC T g JaelAATTITTCCT GeetcATATTIACTTRACTCE TCT (E AGca ¢a CTAATAGT ceTGT 1A CEAC TTC1aGTAGIATCTACCaCAGTARCAA AaCl
1 13 25 37 49 61 73 85 97 109

Printed on: Thydhlov 30,2006 01:45AM, EST ’ EW Page 1 of 1




RSS2
5

253,
>gi|70698531|gb|DQ007187.1] Human papillomavirus type 56 isolate

BR5868 L1 (Ll1l) gene, partial

cds
Length=391

Score = 83.8 bits (42), Expect = 7e-16
Identities = 42/42 (100%), Gaps = 0/42 (0%)

Strand=Plus/Minus

Query 1 AACTGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 42

CEELCDECETEETE P L L e

Sbjct 46 AACTGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 5



A% Biosystems HPV__20062~09-15_002
SPECIMEN # 254
HPV TY

SIN G:9 A:20 T:20 C:19 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1782 to 3006 Pk1 Loc:1782
KB12 Cap:2 Version 5.2.0 HISQV Bases: 46 EY

DS ——— ] -.—_*-- _.-_I .l -1 _a=-llm. “-...- el = -—

Tc?Ctcg CtTtA AAIAC T CTT TAAAATIACTACTTTTAAATCTIA GtAT(ACT CT T1gcART cca GCACAAFCAG MATATTGGTACTGCCHCtAGTATC TACCACAGEtAARCARA A CA
13 25 37 49 61 73 85

97 109

Printed on: Tr"w 30,2006 01:45AM, EST

Elewbpbemgw‘ta Page 1 of 1




RBRMEN 27

254.

>gi|83267689]gb|D0241373.1| Human papillomavirus type 31 L1 protein
gene, partial cds

Length=392
Score = 65.9 bits (33), Expect = le-10
Identities = 33/33 (100%), Gaps = 0/33 (0%)

Strand=Plus/Minus

Query 1 ATTGCAGCACAAACAGACATATTGGTACTGCGT 33

PELLLCEDELET TR e ey

Sbjct 58 ATTGCAGCACAAACAGACATATTGGTACTGCGT 26



A\B agg'yi:tgms HPV__2006-09-15_001

5 X1%
SIN G:37 A:88 T:88 C:79 KB_3130_POP7_BDTv1.mob SPECIMEN # 25
KB.bcp Pts 1731 to 2004 Pk1 Loc:1731 HPV TYPE
KB1.2 Cap:1 Version 5.2.0 HISQV Bases: 56 Ly

i e m-mamet I pes sl B .00 ¢ oithe wmhe sel

(ecA Ttg CTARGG ac T GATTAATTTTTCGT (¢ TCATATTIACTIAACTAETTCT CTAGCAGTAC TAATAGIca TGT1A GIACTTC TIAGTAGTATCTAC ‘A AGTAACRAA BA

L 12 23 34 45 56 67 78 89 100

Printed on: Thy Nov 30,2006 01:45AM, EST I EW Page 1 of 1




‘f)

BN 2o

255,
>gi|70698531|gb|DQ007187.1| Human papillomavirus type 56 isolate
BR5868 L1 (Ll) gene, partial

cds
Length=391

Score = 73.8 bits (37), Expect = 5e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)

Strand=Plus/Minus

Query 1 TTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 37

ECELLEPEEELE L T e e |

Sbjct 41 TTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA §



A'\B égg“ed HPV__2006-07-28_003

ystems >
SIN G116 A:231 T-363 C: S ?WEN # 2CL
116 A:231 T:363 C:214 KB_3130_POP7_BDTv1.mob B
KB.bcp Pts 1766 to 3027 Pk1 Loc:1766
KB12 Cap:3 Version 5.2.0 HISQV Bases: 40 33

I " P e ' N Y N e N e

AWCCMT GAC GAGGTC TCYTTAARTAGIATTTT ATATCIA GWTTICT GFAGIA GAWT GG WICACATAATGZCATATTTCIACTQC (T CTWGTATC TAC CAMAGTAACAAAA

1 12 23 34 45 56 67 78 89 100

Printed on: W v 29,2006 09:45PM, EST . EW Page 1 of 1




ﬁgﬁ?WEN # 250
23

256.

>gi[91178206|gb|DQ448214.1| Human papillomavirus type 33 isolate IR-
ESO-HPV-33/2 L1 (L1)

gene, partial cds

Length=103
Score = 44.1 bits (22), Expect = 0.004
Identities = 22/22 (100%), Gaps = 0/22 (0%)

Strand=Plus/Minus

Query 1 ACATAATGACATATTTGTACTG 22

ELETTELEETA T

Sbjct 50 ACATAATGACATATTTGTACTG 29



AB B85S

SN G:38 AB1 T:77C:74

HPV__2006-09-18_001
5
KB_3130_POP7_BDTv1.mob

SPECIMEN # +5
HPV TYPE

KB.bcp Pts 1872 to 3120 Pk1 Loc:1872 Ll (_p
KB 1.2 Cap:1 Version 5.2.0 HISQV Bases: 56
T T e N T TR ana_mnlels mhas snded
TcAT GGC (AeGectT T GITT GITTTceC GGGCATCATATTIAGT "AATICT ¢CCTTTIA gcTCCATIAATAGT caTGTT GCT (CTIC THGTAGTATC TACCACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111
1095
Lo
730 0
365
0 ‘f“"" /‘A»,) 3

Printed on: F'W 01,2006 01:17AM, EST

EW Page 1 of 1




PV TYP
259. Ll
)
. >gi|70698456 |gb|DQ007161.1] Human papillomavirus type 66 isolate
ED2204 L1 (L1l) gene, partial
cds
Length=391
Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)

Strand=Plus/Minus

Query 1 GTGCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG 39

LEULEDLCE LR T TR T

Sbjct 93 GTGCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG. 55



A\B ﬁgg%ms HPV__2006-08-16_004 |
. SPECIMEN # 7!
HPV TYPE

S/N G:108 A:194 T:274 C:168 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1929 to 3213 Pk1 Loc:1929
KB1.2 Cap:4 Version 52.0 HISQV Bases: 37 lo
1CCCMT CM CAKASGTC TCYTTAAKTAGTATTTTIATATGIAGT TWCW GAARGTA GA AT ggcAgCacATAATG ACATAT TT(TaC TGCCAKCTAGTAKC TWYMACRGTAAC WW YW (A
1 1? 23 34 45 56 67 78 89 100 111
872 ‘
654 |
436 Y
218 ‘ ‘
872
654
436
218
0

Printed on: W v 29,2006 11:12PM, EST Q EW Page 1 of 1




RPVEEN # 21!
e

271.

>gi 110555016 |gb|DQ680078.1]| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (L1l) gene, complete cds

Length=1596
Score = 63.9 bits (32), Expect = 2e-08
Identities = 32/32 (100%), Gaps = 0/32 (0%)
Strand=Plus/Minus

Query 7 ATGGCAGCACATAATGACATATTTGTACTGCG 38

Sbjct 1121 ATGGCAGCACATAATGACATATTTGTACTGCG 1090



A%Bl HPV__2006-09-15_003
osystems ? SPEcngN # 272

SN G:14 A:41 T:44 C:31 KB_3130_POP7_BDTv1.mob HPV
KB.bcp Pts 1729 to 2919 Pk1 Loc:1729
KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 59
e w m— e ...Lh“.l. .l‘.‘-l I“- o
TITWMM T GMC CRMWTAT TC CTTAAAATIATCA T TTTATATGIACCTTCCIPTAGTIAC Tka GT (ca TAATGT(ATATIA GTGCIAC GAGTAGTATC TACCACACLABCAA AR MMPS
1 12 23 34 56 67 78 89 100 111
903
602
301 i
0 > ‘{“’.

Printed on: T‘w 30,2006 01:45AM, EST




ﬁEi?WEN # 272

273.
>gi[90109956|gb|DQ431189.1] Human papillomavirus type 58 isolate DFO03
major capsid protein

Ll gene, partial cds

Length=409

Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)
Strand=Plus/Minus

Query 1 TTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 39

LEVLEVPELLEVEEL T LT L

Sbjct 84 TTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 46



A‘\. A'pplied HPV__2006-10-20_001

Biosystems 1673-A N # 27 é—/
S/N G:23 A:46 T:54 C:43 KB_3130_POP7_BDTv1.mob ﬁg&%E
KB.bcp Pts 1860 to 3129 Pk1 Loc:1860
KB1.2 Cap:1 Version 5.2.0 HiSQV Bases: 22 llo

-——amnm o —emmesem i _u_ a1 B mal _-h__ - Lir _ L _IpLE_ _ _EBE._

TMMA TS GG C¥R AG KAT T G2T TGIT TTMC RKG(WTYATATT A GTtaaT Gr[ccTTTta gC TCCAttAAtA GT caTCTTGGtcC tt CTEGWR GTATC YAC CAMRRTAMCAA AR
1 12 23 34 45 56 67 78 89 100 111

Printed on: S‘c 02,2006 10:31PM, EST




ﬁgE?lYl\FgEN # ~75

\";
lo
1673.

>gi|70698456 |gb|DQ007161.1| Human papillomavirus type 66 isolate
ED2204 L1 (L1) gene, partial

cds

Length=391
Score = 73.8 bits (37), Expect = 6e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)

Strand:Plus/Minus

Query 1 GCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG 37

LETELELE PR T T

Sbjct 91 GCTTTTAGCTGCATTAATAGTCATGTTGGTGCTTCTG 55



A\B éigg;isetzms HPV__2006-08-05_001
S/N G:774 A:1030 T:1491 C:956 KB_31 30_P0|4°TI_BDTV1-MOb ﬁggmé N # ;2 7g
Z

KB.bcp Pts 1755 to 2937 Pk1 Loc:1755
KB 1.2 Cap:1 Version 5.2.0 HIiSQV Bases: 48

I Y N TN N Ty TArpeaeey

CTACMTG M GMTIGT C TCTTTATAAT MG ATTGGT (TAT GT GG AG ITCIA ¢ IAC GG ITCCACATAATGT(ATGTTGGTFC TCCCTCTRGTATC 1AC(AMAGTAACAA RA

Printed on: W ov 29,2006 10:03PM, EST . EW Page 1 of 1




ABGHMEN # 27¢
! |

278.

>gi 25272068 |gb|AF548810.1| . Human papillomavirus type 6 isolate 1 L1
{L1) gene, partial cds

Length=138
Score = 73.8 bits (37), Expect = 2e-11
Identities = 37/37 (100%), Gaps = 0/37 (0%)

Strand=Plus/Minus

Query 1 TTACGGATGCACATAATGTCATGTTGGTACTGCGTGT 37

LLVLCCTELLET T T T T

Sbjct 58 TTACGGATGCACATAATGTCATGTTGGTACTGCGTGT 22



. .
A\B agglled HPV_2006-09-15_002 5
A ystems 2 :
N# 279
S/N G:10 A:13 T:14 C:12 KB_3130_POP7_BDTv1.mob r
KB.bcp Pts 1781 to 3036 Pk1 Loc:1781 )
KB1.2 Cap:2 Version 5.2.0 HISQV Bases: 24 40 3
T [N — . e sll_ e s - = BN I ___N P nm B8 i _
ACMTRGMWS MWW TA TTYYW TGWAAT ‘ACT CTTATIATATG GSCTT GGK (K[GgGGGa TGtgTGgAgCc AtAA gGTTAAATIAG TGCctAdGRGTIAGTIAT YIAC (ACAGTIAFCWA IR
L 12 23 34 45 56 67 78 89 100 111
932
699
466
233
932
699
466
233
0

Printed on: T‘«v 30,2006 01:45AM, EST . EW Page 1 of 1




g

REVHMEN # <79
H0O

279.

>gi|397014 |emb|X74478.1|HPV40 Human papillomavirus type 40 genomic DNA
Length=7909

Score = 44.1 bits (22), Expect = Se-04
Identities = 22/22 (100%), Gaps = 0/22 (0%)
Strand=Plus/Minus

Query 17 CATAAGGTTAAATTAGTGCTAC 38

LELEPELET TR T

Sbjct 6806 CATAAGGTTAAATTAGTGCTAC 6785



A\% eigsp;iset‘éms HPV__2006-09-18_004 -
4 SPECIMEN # 23!

SN G:11 A:18 T:16 C:17 KB_3130_POPT_BOTv1.mob
KB.bcp Pts 1951 to 3210 Pk1 Loc:1951 HP\;TJPE

KB 1.2 Cap4 Version 5.2.0 HISQV Bases: 49

cebed o tname ol cmi.. din e nlkw. il

Clt(GtogctectagttaaT TC C TTAZeg T'A GTIAGic Tlct ¢T (T (TC TIPI(AGTTCTIACA GtA CCaCACACAGTCATCTTAGTACTIACGGEGTAGIATC TAC(ACAGTAACAAA
25 37 49 61 73 85 97

109

Electropherogftm Page 1 of 1

Printed on: Fif 01,2006 01:14AM, EST



SPECIMEN # 23!
HPV TYPE
281. 2

>gi|251684|gb|S40236.1| L1 [human papillomavirus HPV, mucosotropic
type 32, cervical
smear, Genomic, 99 nt]

Length=59%
Score = 83.8 bits (42), Expect = 7e-16
Identities = 42/42 (100%), Gaps = 0/42 (0%)
Strand=Plus/Minus

Query 1 TCAGTTGTTACAGTAGCACACACAGTCATGTTAGTACTACGG 42

LELEDECEE T LR e e e

Sbjct 45 TCAGTTGTTACAGTAGCACACACAGTCATGTTAGTACTACGG 4



A% plied ' HPV__2006-10-08_002

o e

ystems __
6 Y
S/N G:21 A:37 T:36 C:38 KB_3130_POP7_BDTv1.mob ﬁ;&%EN # 2 %
KB.bcp Pts 1971 to 3294 Pk1 Loc:1971 )
KB1.2 Cap:2 Version 5.2.0 HiSQV Bases: 20 3

_-— S aale Be_ = s = _smm_ __ He § B__ -_. - _ il B a

T CGWTKE GCYWR RRARM T TY Y TAZAA G WY 1AMG GCTTWARWTT RT TCgCClg TTg (CAGC cGgtg AMAIA GIAATAT T g taCTGCGG g a GTATC TATA ACAG tah CAAAAA
1 12 23 34 45 56 67 78 89 100 111

Printed on: S‘n 02,2006 10:20AM, EST ‘ Ew Page 1 of 1



o

>gi|5059324 |gb|AF151983.1|AF151983
complete genome
Length=8104

Score = 32.2 bits (16), Expect
Identities = 16/16 (100%), Gaps
Strand=Plus/Minus

Query 14 TGAAATAGTAATATTG 29

RAERNRRRRERNNRY

Sbjct 6782 TGAAATAGTAATATTG 6767

SPECIMEN # 2¥5~
HPV TYPE

¥5

Human papillomavirus type 83,

1.8
0/16 (0%)



AB

agg'i:tgms Hw_zoog-os-w_ooz

KB_3130_POP7_BDTv1.mob SPECIMEN # 290

S/N G:35A:74 T:74 C:63 )
KB.bcp Pts 1951 to 3238 Pk1 Loc:1951 HPV TYPE
KB1.2 Cap:2 Version 5.2.0 HISQV Bases: 44 " b

_——_l_ -l oo e -..h_.. . . ‘ L_d - ~mu - l_.ll- [] ll'h _ ._..-_-_ ‘

Tc¢A TgGeC G AGcTATT GETTG:&T TT3C GGG(ATCATATTIA GT ti:ATGTICCTTT A QgC TG ceTTAATAGT (aTCTTGGT (CTIC TGGTAGTATC TacCACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: I\“% 04,2006 01:01AM, EST . Electrophemorﬂta Page 1 of 1



SPECIMEN # 2D
HPVTYPE

>gi|70698456|gb|DQ007161.1| Human papillomavirus type 66 isolate
ED2204 L1 (Ll1l) gene, partial

cds

Length=391
Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)

Strand=Plus/Minus

Query 1 GCTTTTAGCTGCATTAATAGTCATGTTGGTGCTT 34

LECELLECET LY LR T R

Sbjct 91 GCTTTTAGCTGCATTAATAGTCATGTTGGTGCTT 58



A". appliedl ms HPV__2006-08-23_002
S/N G:68 A:119 T:157 C:96 KB_3130_P0:’9I_BDTV1.mob ﬁF\F?WE N # 297
o

KB.bcp Pts 1931 to 3228 Pk1 Loc:1931
KB 1.2 Cap:2 Version 5.2.0 HiSQV Bases: 71 # 82

n ol hehoaslely 1 caeam

TCC(eTgT C¢t AGGT.C TCCTTAIeg T'AGIATTTT AIAT GIA GT TIC TIGPAGTIAGFIAT GC(A (CACATAATG?CATATTTGTACTGC QtCTAGTATCTIACCACAGtAACAARA
L 12 23 34 45 56 67 78 89 100 111

Printed on: ‘l"‘v 30,2006 12:22AM, EST




REFFIMEN # 277
v

297.

>gi|110555016 |gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (Ll) gene, complete cds
Length=1596

Score = 81.8 bits (41), Expect = 3e-15

Identities = 41/41 (100%), Gaps = 0/41 (0%)
Strand=Plus/Minus
Query 1 GAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCG 41

LECELEL LT R Y e e

Sbjct 1130 GAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCG 1090



A‘B ﬁggly'setzms HPV__2006-10-03_001

5
S/N G:92 A:252 T:293 C:137 KB_3130_POP7_BDTvi.mob
KB.bcp Pts 1922 to 2685 Pk1 Loc:1922
KB1.2 Cap:1 Version 5.2.0 HISQV Bases: 32

SPECIMEN # 249 -

____,._,__n..l . _JI d hid Mﬂl.__

CGGMMWAT G /W GCIFC (A RITTTAZG CGTATAGCAG [<(ATGTT GAGGaAATATGATTIACAGT TIATTTTT]AC

Printed on: M‘% 04,2006 12:53AM, EST

Electrophemgru'a Page 1 of 1



® )

SPECIMEN # X 99
HPV TYPE /9

>gi[91178192|gb|DQ448207.1| Human papillomavirus type 18 isolate IR-

ESO-HPV-18/6 L1 (Ll)
gene, partial cds

Length=146
Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)

Strand=Plus/Plus

Query 1 ACATGTTGAGGAATATGATTTACAGTTTATTTTT 34

LEVECEELEL R LT T

Sbjct 111 ACATGTTGAGGAATATGATTTACAGTTTATTTTT 144



Y ied
A\ élgglystems HPV__2006-09-15_002

10 P 360
S/N G:23 A:46 T:43 C:44 KB_3130_POP7_BDTv1.mob ﬁlp&%’#? N#
KB.bcp Pts 1709 to 2916 Pk1 Loc:1709 ) o
KB 1.2 Cap:2 Version 5.2.0 HiSQV Bases: 28

e mmm ml_ _me BB B n s B w=n _nmsll sy  AnmEms.

CFMAK K C KKIC SRTICWT SC T TAARKTW GIATTTT'ATAT IWFCSYWERSR SPAGt AG/ta tGgcA CCFCAta ATGacaTaTTTg'g cTAC gggtAGTA KWTWC YACMGYAACAAMAARL
L 12 23 34 45 56 67 78 89 100 111

1017
678
339

Printed on: T“"v 30,2006 01:45AM, EST . Electrophelogrth Page 1 of 1




SEERMEN # >

300.

>gi|110555016 |gb|DQ680078.1| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (L1l) gene, complete cds

Length=1596

Score = 67.9 bits (34), Expect = 4e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Minus
Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGT 34

PELEVUEDEETEL P T P ey ren

Sbjct 1129 AAGTAGATATGGCAGCACATAATGACATATTTGT 1096



A% Applied HPV__2006-10-03_001

Blosystems 5
S/N G:92 A:252 T:293 C:137 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1922 to 2685 Pk1 Loc:1922
KB1.2 Cap:1 Version 5.2 Patch2 HiSQV Bases: 32

SPECIMEN# 20|
HPV TYPE 12

_._.J.I a Ji.l lkl‘ ““..__

@GG-AT G .GC'IC CA AFITTTA}G CGTATAGC(AG «ATGT T GAGGaATAT GATTTACAGTTTATTTTT A~
1 11 21

954
636

= Do b

Printed onw‘[)ec 07,2006 11:10AM, EST

Electropherogrami Page 1 of 1



| SPECIMEN # 20!
HPVTYPE | o

>gi1191178192|gb|DQ448207.1| Human papillomavirus type 18 isolate IR-
ESO-HPV-18/6 L1 (L1)
gene, partial cds

Length=146
Score = 67.9 bits (34), Expect = le-09
Identities = 34/34 (100%), Gaps = 0/34 (0%)

Strand=Plus/Plus

Query 1 ACATGTTGAGGAATATGATTTACAGTTTATTTTT 34

PEEREEEEELE R R ety
Sbjct 111 ACATGTTGAGGAATATGATTTACAGTTTATTTTT 144



A\B ggspgl;segms HPV__2006-10-03_004

it SPECIMEN # 20(
SIN G:13 A147 T:45 C:24 KB_3130_POP7_BDTv1.mob HPV TYPE 16
KB.bcp Pts 1985 to 2718 Pk1 Loc:1985
KB1.2 Cap4

Version 5.2 Patch2 HiSQV Bases: 33

ACTA IC(CTTTAIGG gT.CCTACGACATGGGGAGCaaTAT GATTTACAGTTIATTTTTIA

e J.Il.i....@. g re I
¢]R|'mamz\
1 2

Printed Oau Dec 07,2006 11:10AM, EST

Electropherogra*ta Page 1 of 1




SPECIMEN # 20|
HPV TYPE o

>gi|110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-~C variant
major capsid protein (L1l) gene, complete cds
Length=1596

Score =%48.1 bits (24), Expect = le-05
Identities = 24/24 (100%), Gaps = 0/24 (0%)
Strand=Plus/Plus
Query 1 GAATATGATTTACAGTTTATTTTT 24

FEEEEreereererrrrrreennd
Sbjct 1183 GAATATGATTTACAGTTTATTTTT 1206
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