75 sequences = M group consensus(1) + HXB2 sequence(1) + B panel sequences(18) + C panel sequences(18) + subtype reference sequences (37)

MCON
B.FR.83.HXB2.K03455
B.US.94.6101.AY835434
B.US.95.5768.AY835435
B.US.94.7165.AY835437
B.US.95.6535.AY835438
B.TT.94.0H0692.AY835439
B.TT.94.QH0515.AY835440
B.TT.95.5C42.AY835441
B.US.97.SS1196.AY835442
B.US.96.BG1168.AY835443
B.IT.96.PVO.AY835444
B.IT.95.TRO.AY835445
B.US.98.AC10.AY835446
B.US.00.RHPA.AY835447
B.US.00.THRO.AY835448
B.US.01.REJO.AY835449
B.US.01.TRJO.AY835450
B.US.00.WITO.AY835451
B.US.04.CAAN.AY835452
C.ZA.98.DU123_6.DQ411850
C.ZA.98.DUL51_2.DQ411851
C.ZA.99.DUL56_12.DQ411852
C.ZA.98.DUL72_17.DQ411853
C.ZA.98.DU422_1.DQ411854
C.ZM.02.ZM197M_PB7.DQ388515
C.ZM.03.7M214M_PL15.DQ388516
C.ZM.02.ZM215F_PB8.DQ422948
C.ZM.02.7M233M_PB6.DQ388517
C.ZM.03.7M249M_PL1.DQ388514
C.ZM.00.ZM53MPB12.AY423984
C.ZM.98.ZM55FPB28a.AY423971
C.ZM.00.ZM109FPB4.AY424138
C.ZM.98.ZM106FPB9.AY423963
C.ZM.98.2ZM135MPL10a.AY424079
C.ZA.05.CAP210_2_00_E8.DQ435683
C.ZA.05.CAP45_2_00_G3.DQ435682
C.ZA.05.CAP244_2_00_D3.DQ435684
Al.KE.94.023_17.AF004885
Al.SE.94.SE7253.AF069670
Al.UG.92.92UG037.U51190
Al.UG.98.98UG57136.AF484509
A2.CD.97.97CDKTB48.AF286238
A2.CY.94.94CY017_41.AF286237
B.FR.83.HXB2_LAI_IIIB BRU.K03455
B.NL.00.671_00T103.AY423386
B.TH.90.BK132.AY173951
B.US.98.1058_08.AY331294
C.BR.92.BR025_d.U52953
C.ET.86.ETH2220.U46016
C.IN.95.95IN21068.AF067155
C.ZA.04.SK164B1.AY772699
D.CD.83.ELI.K03454
D.CM.01.01CM_4412HAL.AY371157
D.TZ.01.A280.AY253311
D.UG.94.94UG114.U88824
F1.BE.93.VI850.AF077336
F1.BR.93.93BR020_1.AF005494
F1.FI.93.FIN9363.AF075703
F1.FR.96.MP411.AJ249238
F2.CM.02.02CM_0016BBY.AY371158
F2.CM.95.MP255.AJ249236
F2.CM.95.MP257.AJ249237
F2.CM.97.CM53657 .AF377956
G.BE.96.DRCBL.AF084936
G.KE.93.HH8793_12_1.AF061641
G.NG.92.92NG08.U88826
G.SE.93.SE6165.AF061642
H.BE.93.VI991.AF190127
H.BE.93.VI997.AF190128
H.CF.90.056.AF005496
J.SE.94.SE7022.AF082395
J.SE.93.SE7887.AF082394
K.CD.97.EQTB11C.AJ249235
K.CM.96.MP535_AJ249239

MRVMGIQRNC
—--KE..K.Y
—-AKEMRKS-
——-K--KK-Y
——-KATRK-W
-K-K-TRK-Y
——-K--R—-W
——-KE-R---
——-RETR--W
——-KETRK--
———K--MK-—
——-T--RK-Y
—-AK--RK--
---RETRK-Y
——-RK-Y
——-K--KKSF
-K-K--R--Y

-RE-P--Y
———K-MK—-W

——-R--L--W

—-K-ML--Y

————ET-—-Y
---RETK--Y
———R-M——-W

———R-M——-W
———R-M——-W
——-RVM
——-R-M
—--REM
———REM-—-W
———REM-—-W

T---ET---Y
T---ET-TSW
T---ET-K-W
--ARE- W
===R-M---W

QHL .WRWGI.

«..LIFGML.
WGTMLL---.

-R-W—---T.
-R-.----N. MLTMLL---.
-G- eeMLL---.
-R-.R---T. ...MLL---.
--W.-K--T. .
ee.=LL-I-.
e« .MLL-I-.
eeMLL---.
eeMLL---.
eeMLL---.
««.MLLWL-.
e« .MLL-I-.
e« .MLL-I-.
MGMMLL-I-.
eeMLL---.

WGTMLL---.
eeMLL---.
ee.=LL-I-.
TLTMLL-I-.
.o o=G-W-V.

fm——— « «..MLL--W.

- .GKR-~-
=T-.GN---.

IICSA.A.E.
M-—=-.T.-.

M-===.V.-.

M-—=-.T.-.
---RV.V.G.
M--NV.V.G.
-M-KV.-.G.
M--NV.W.G.
---RV.V.G.
M--NM...-.
M--NG.V.G.
M--NV.V.G.
---NV.M.G.

M---V.V.G.
MLY-G.M.G.
M--NV.V.G.
M--NVVV.G.
M---G.V.G.
M---G.M.G.
---RV.M.G.
ML-NV.V.GQ
=F===.V.-.

——-N-.-.D.

80

|
NL..WVTVYY GVPVWKEANT TLFCASDAKA YDTEVHNVWA
K-.. T-
K-.. T- HHA-A
K-.. TT- R
.. =V A
.. T- E-——
.. T- ~E--K-==—-
.. T- =V-eK-=eme
.. T- ~E--K-==—-
.. T- ==K
.. T- -E
.. T- N
.. D-S-
QT. . N
. A
. V-
. T- -—Q-I--I--
. T- -E
R R
-— T- G -EK.
——— e mmm——m e T--K- -ER
-— K- --K
=S.mmmm—m e T--K- -EK:
-— K- HKE----I--
--DL. K- --K
Q-.. KA -EK:
-— R--K- -EK:
-— KA QE-———- I--
S-.. R--K- -E--A-S---
-— R--K- -EK: v
-— R--K- -ER
S-.. K- -ER
-— K- S -ER
-— K- -ER
-— R--K- -EK:
-— K- G
-— KA R- -EK
-— K- N -EK:
-— RD-D- ~E--K-=m—-
0- -K--M
s M
P N S
I
-E
A
G
-EK:
-EK:
S -E--A--I--
S -K--A--I--
S

NN n

-S—-R—-I--
-SS-K—————

SA-S

R

—EP-K—————
“Ee—Ke—m—m
—Sm—Kmmmmm
—Sm—Kmmmmm
-E
—EK

=

NG

J

M group consensus
and HXB2

B panel
sequences

C panel
sequences

Subtype reference
sequences



MCON THACVPTDPN PQEIVLENVT ENFNMWKNNM VEQMHEDIIS LWDQSLKPCV KLTPLCVTLN CTDVNATNNT T.........

B.FR.83.HXB2.K03455 D- S-K ——-LKNDT—— |:> M group consensus
B.US.94.6101.AY835434 -K -D --NATY--SD

B.US.95.5768.AY835435 R -I-YYGNTTN \ and HXB2
B.US.94.7165.AY835437 ---E K -INY-N: G

B.US.95.6535.AY835438 D- R D —---L-N-T--

B.TT.94.0Q0H0692.AY835439 -—-E —-—-EVK-SYA

B.TT.94.0Q0H0515.AY835440 --E —-—-KLRNDTS

B.TT.95.5C42.AY835441
B.US.97.5S51196.AY835442

B.US.96.BG1168.AY835443 -D--V---D- -T H -
B.IT.96.PV0.AY835444 ~S-LRNAT--

B.IT.95.TRO.AY835445 ——-NITNT--

B.US.98.AC10.AY835446 s B I)allel
B.US.00.RHPA.AY835447 ---LVNS-I-

B.US.00.THRO.AY835448 ———Y-N-ATN sequences

B.US.01.REJO.AY835449
B.US.01.TRJO.AY835450

B.US.00.WITO.AY835451 H --N-TISSTN )
B.US.04.CAAN.AY835452 ~§--—T-SVN

C.ZA.98.DU123_6.DQ411850 ———-KVNATS N
C.ZzA.98.DU151_2.D0411851 —-NAP-Y...

C.2ZA.99.DU156_12.D0411852 —VTY-NSM-S

C.ZA.98.DU172_17.DQ411853 -S--KIKGTN

C.ZA.98.DU422_1.DQ411854 —KN--ISA-A

C.ZM.02.2M197M_PB7.DQ388515 ~S-ATSNTTK

C.ZM.03.2M214M PL15.DQ388516 -SN--INETS

C.ZM.02.ZM215F PB8.DQ422948 —-NATYNGS.

C.ZM.02.2M233M_PB6.DQ388517 D -STY-N-H..

C.ZM.03.2M249M PL1.DQ388514 ~NN--V-H-S >- C I)allel
C.ZM.00.2M53MPB12.AY423984 ~SKL-NAT. .

C.ZM.98.ZM55FPB28a.AY423971 ——FITN-T.. sequences
C.ZM.00.2M109FPB4.AY424138 —-SPA-H...

C.ZM.98.ZM106FPBY.AY423963 K -VN----SKS

C.ZM.98.ZM135MPL10a.AY424079 E -KNATRS-Q-

C.ZA.05.CAP210_2_00_ES.DQ435683 ~S-ATYN-G-

C.ZA.05.CAP45_2 00_G3.DQ435682 R --NATINGS.

C.ZA.05.CAP247_2_00_D3.D0435684 I --N--HSSTN Y,
A1.KE.94.023_17.AF004885 H --N-TSV-..

A1.SE.94.SE7253.AF069670 NA-G-0. .

A1.UG.92.92UG037.U51190 D -SYNITN-I- ‘\
A1.UG.98.98UG57136.AF484509 E -SNPSTGI-K

A2.CD.97.97CDKTBA8.AF286238 ~SNA-T-...

A2.CY.94.94CY017_41.AF286237 I-- -SNA-TSTHS
B.FR.83.HXB2_LAI_IIIB_BRU.K03455 K ---LKNDT--
B.NL.00.671_00T103.AY423386 --NITSS--I

B.TH.90.BK132.AY173951 ——X--T-—- B —--LRN-T--
B.US.98.1058_08.AY331294 A-E--- -N-L-T-TSN

C.BR.92.BR025_d.U52953 M E-D- 0--—- H -SNRTIDY-.

C.ET.86.ETH2220.U46016 -F s ---LG D- 0--—- G ~NAIKNNTRY

C-IN.95.95IN21068.AF067155 M D- -N V- E -RN--5-G-G

C.2A.04.SK164B1.AY772699 s ——-L -§----E-D- -D G -—-E -NTTSEN. . .

D.CD.83.ELI.K03454 A -S-ELRN-G-

D.CM.01.01CM_4412HAL.AY371157 ——mmmmmm- D —--L--D--- -SNP-I---§

D.TZ.01.A280.AY253311 --EE H -S-A-T--SG

D.UG.94.94UG114.U88824 —-NWVTD. . .

F1.BE.93.VI850.AF077336 VP-K-mm ——- Dommmmm o E— ~-NATNN. . .

F1.BR.93.93BR020_1.AF005494 Eomm —ome T D -RNTATNGTN Subtype reference
F1.FI.93.FIN9363.AF075703 Ko ~-NATT--D-

F1.FR.96.MP411.AJ249238 H -S---I-S-2 sequences
F2.CM.02.02CM_0016BBY.AY371158 -p -1 H -S---I-A-N

F2.CM.95.MP255.AJ249236 —DmmL-—- N 1-MSD

F2.CM.95.MP257.AJ249237 R S —--L--G--5 -K -p -—E —-KAIINVTS

F2.CM.97.CM53657.AF377956 -y —--L--G -p o1 —---PUNITN

G.BE.96.DRCBL.AF084936 s NMR -—-E —-EI-NNST.

G.KE.93.HH8793_12_1.AF061641 ——--—mmc D =---P-G--- —==-V-—-D- ——-E ——-A-V-TV.

G.NG.92.92NG08 . UBB826 -0 --EE I--- —-N--SA-H-

G.SE.93.SE6165.AF061642 -y -—E ----TNKG-K

H.BE.93.VI991.AF190127 M TN VAR S D -88---—- v-

H.BE.93.VI997.AF190128 S ——-M--2 D-D- —---QT---- D -SNITRNDTN

H.CF.90.056.AF005496 ——N-RNNTSN

J.SE.94.SE7022.AF082395 S---SN-§

J.SE.93.SE7887.AF082394 —SNITSNS--

K.CD.97.EQTB11C.AJ249235 ~-N-TNNRTN )
K.CM.96.MP535_AJ249239 —emmmccco- —ooVEMo—o— —mmmmmooe mmooTemoe —ooEemmmoo Eomommmme —oo YKG--5-




MCON
B.FR.83.HXB2.K03455
B.US.94.6101.AY835434
B.US.95.5768.AY835435
B.US.94.7165.AY835437
B.US.95.6535.AY835438
B.TT.94.QH0692.AY835439
B.TT.94.QH0515.AY835440
B.TT.95.5C42.AY835441
B.US.97.SS1196.AY835442
B.US.96.BG1168.AY835443
B.IT.96.PVO.AY835444
B.IT.95.TRO.AY835445
B.US.98.AC10.AY835446
B.US.00.RHPA.AY835447
B.US.00.THRO.AY835448
B.US.01.REJO.AY835449
B.US.01.TRJO.AY835450
B.US.00.WITO.AY835451
B.US.04.CAAN.AY835452
C.ZA.98.DUL23_6.DQ411850
C.ZA.98.DUL51_2.DQ411851
C.ZA.99.DUL56_12.DQ411852
C.ZA.98.DUL72_17.DQ411853
C.ZA.98.DU422_1.D0411854
C.ZM.02.ZM197M_PB7.DQ388515
C.ZM.03.ZM214M_PL15.DQ388516
C.ZM.02.ZM215F PB8.DQ422948
C.ZM.02.7M233M_PB6.DQ388517
C.ZM.03.7M249M_PL1.DQ388514
C.ZM.00.ZM53MPB12.AY423984
C.ZM.98.ZM55FPB28a.AY423971
C.ZM.00.ZM109FPB4 .AY424138
C.ZM.98.ZM106FPB9.AY423963
C.ZM.98.ZM135MPL10a.AY424079
C.ZA.05.CAP210_2_00_E8.DQ435683
C.ZA.05.CAP45_2_00_G3.DQ435682
C.ZA.05.CAP244_2_00_D3.DQ435684
Al.KE.94.023_17.AF004885
Al.SE.94.SE7253.AF069670
Al.UG.92.92UG037.U51190
Al.UG.98.98UG57136.AF484509
A2.CD.97.97CDKTB48 .AF286238
A2.CY.94.94CY017_41.AF286237
B.FR.83.HXB2_LAI_IIIB BRU.K03455
B.NL.00.671_00T103.AY423386
B.TH.90.BK132.AY173951
B.US.98.1058_08.AY331294
C.BR.92.BR025_d.U52953
C.ET.86.ETH2220.U46016
C.IN.95.95IN21068.AF067155
C.ZA.04.SK164B1.AY772699
D.CD.83.ELI.K03454
D.CM.01.01CM_4412HAL.AY371157
D.TZ.01.A280.AY253311
D.UG.94.94UG114.U88824
F1.BE.93.VI850.AF077336
F1.BR.93.93BR020_1.AF005494
F1.FI.93.FIN9363.AF075703
F1.FR.96.MP411.AJ249238
F2.CM.02.02CM_0016BBY.AY371158
F2.CM.95.MP255.AJ249236
F2.CM.95.MP257.AJ249237
F2.CM.97.CM53657.AF377956
G.BE.96.DRCBL.AF084936
G.KE.93.HH8793_12_1.AF061641
G.NG.92.92NG08.U88826
G.SE.93.SE6165.AF061642
H.BE.93.VI991.AF190127
H.BE.93.VI997.AF190128
H.CF.90.056.AF005496
J.SE.94.SE7022.AF082395
J.SE.93.SE7887.AF082394
K.CD.97.EQTB11C.AJ249235
K.CM.96.MP535_AJ249239

«...NNEEIK
RMIMEKG---
LEDSGKGDM.

NCSFNITTEI RDKKKKVYAL
-G-VQ-E--F
DK---TE--I

240

|
.......... . YRLINCNTS
......... .-K-TS----

FYKLDVVPID D.....

K--MQ-E--= ——=Y-T--mv
TSIEGR-—-= —————— T- ——-VQ-EE-- —-R--L-—--
G--RQ-E-—- L-RT-I-S-E
TSNETFG--- ———— SVP-G- K--VQN-—-- ——m—mm I-—- KNNNGSYSS.
WEKVQKG-—= ——————m— G- -GRV.QE-S- —————-I-—= .. .NNSTEFS
VTVTEKG--— ——-VQ-T——— ...NYSN...
NNSSREAMM- -
YNYNGR--LR SDNSD.-T-. .
IKKEMMG-V- -HTIEN--TI E..NNTT...
YNNSLEG-M- ——————- AG- EDKDT.-KTT .+.ouuennn.
WDKMEKG--— ——-MQ-Q--- FTD..u...
VDNTTEK-M- ——-VQ-E--- RD.NTS....
KTAKEEAVM- ~—-V-RE---
SSLEAKG--- ——-IQ-E--I
EETIEGG-M- G---.-ER-F
ANVTMR--M- ——-IQ-E——-
ASSMEGG--- ————- T--SM S—-MQ-E-—= --T-—====V
SIDSM-G PR ~-RP--—-LN
.NNSMHG-M- ——-=-T-=== —-R-Q-A--— RREEN . -GTG
YNNSM-G--= —=—==T-—-L NNN. . .---E
NNNNTISDM- GKET. .-ST.
LNSSM-G--— GGEH. .-ETG
NDTEMKG- —-R-T-QR-- EEK...-S-S
SNISMK--M- ——-NRREH--
....TI-DVR KN--QE-N--
...NISK-M- ———-R--NV-
YNNTEG-Q-~- —==—=====L ====Q-==== ——==-IL-LN GN....=D-N E...cc....
..... DG-M- PN
[P —--I-QQGR-- ...NYSE... .
. .NESETRV- K-R-Q--N-T ...NSSL... .
ATNDGSG-M- ND..voo==G Euuuuenennn
YYDNMDK--— ~-RA-IE-L- .. .NSSEGDK
...NSTDTM- ————=—E--- --R--I--LK SQ.NFSE. ..
ve..LT--V- JE W ~-RP--—-LN G..NSSE...
IDESMR-—-—-—
. TTGDR-GL-
NVNIT-VGMR
SSVNMR
DMRN-ITDM~
. NTNST---- Y-MP--L
TQSPI-——-= —==Y-T--IL ---TQ-—-S-
RMIMEKG-—— ------S-§- -G-VQ-E--F
NLEQMTR--S KN-RQREF-—
EEMEAKG-M- -N-LQ-E—--
GLTMDKG-M- SN--0-0-—-
RTDNMGG ——-RE--H--
SINSA-D-M- R-A
TYNESMK—-- ————-A--V- K-=-QT————
. .NSSPSPMT A---L ---TQ--N-- --RS-I--LE
NVTTEEKGM- ———==V--VL K-=-QQ--—= —-R-=I-——=
NNISIVKKM- -——==T=-IL K--Q-QE-—— —-I--I-G--
PRLIEKG-M-
. .TT-TTGMA K-N
. SQEKPGAMQ —-R--I---G
TLKEDP-A-Q
TLKEEPGA-Q
STPEESGA-Q
ITLEEQG--- K--R-NEF-T
SLKEDQG: K---R-QQ--
PNVTIS--M- —=—Q--E——-
ITLEEQG--- N-I---ES-I
RNITEEYRMT --——-M-=-L ————- AE——— —- EMNNEN-GT.
NESVSAQ--- R-R-E-—— -DSS..-STG
NTVE-K- GG-—-EE-—= ————m——mm N.G...-KTS
STVD-PG--- E--F
INIGEIQ-QR —--NQ--H-- --RA-I-Q--
TSSPSAN-LT —-—--V--V- —=-QQR-H-= —-R-----mu
SSMEAGG-LT ———-- V--VL ---QQ--H-= —-R--—=—m.
ASNNSP-IM- N
SSVSSPDIMT ———————mmm — N-R-QE--- —-RQ-—————
ATVTSTD--- L K R-S-- --——-I-0-K
STVVSPA--= —————mmmmm S ES-- --R--—-L-LN GEG...-—-§

M group consensus
and HXB2

B panel
sequences

C panel
sequences
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sequences



320

K.CD.97.EQTB11C.AJ249235
K.CM.96.MP535_AJ249239

|
MCON ATTQACPKVS FEPTPTHYCA PAGFATLKCN DKKFNGTGPC KNVSTVQCTH GIKPVVSTQL LINGSLAE.E E.TTTRSENT
B.FR.83.HXB2.K03455 v N-T T R Clweever =D M group consensus
B.US.94.6101.AY835434 v M T -y N IS . .G GEV L
B.US.95.5768.AY835435 \% \ and HXB2
B.US.94.7165.AY835437 v F-T R s
B.US.95.6535.AY835438 v T ED
B.TT.94.0H0692.AY835439 v N-T T
B.TT.94.0H0515.AY835440 v 1-
B.TT.95.5C42.AY835441 v N R
B.US.97.551196.AY835442 v 1- - F N-T T R
B.US.96.BG1168.AY835443 v - ———-S-K-T- N R-—--LTV V.
B.IT.96.PV0.AY835444 v 1- T §-—= T R R >>
B.IT.95.TRO.AY835445 v T T R
B.US.98.AC10.AY835446 — T mmmmmmem oo L---K B I)allel
B.US.00.RHPA.AY835447 v 1- - T R
B.US.00.THRO.AY835448 v T N-T T sequences
B.US.01.REJO.AY835449 v T G T —-R-AT---m —mmmmmee
B.US.01.TRJO.AY835450 v 1- s- T R
B.US.00.WITO.AY835451 v N-T---K--- R )
B.US.04.CABN.AY835452 v M-- N-T-D-K--- N
C.7A.98.DU123_6.D0411850 T N-T H N
C.7A.98.DU151_2.D0411851 T N-T N N
C.7A.99.DU156_12.D0411852 T s- N S
C.7A.98.DU172_17.D0411853 v -D N-T N = = VV--F--L
C.7A.98.DU422_1.D0411854 T -D N-T N R )
C.ZM.02.2M197M_PB7.DQ388515 T -D N-T H -. L
C.ZM.03.2M214M_PL15.DQ388516 T-K NET---S--- N
C.ZM.02.ZM215F_PB8.DQ422948 T -D N-T---K--- N
C.ZM.02.2M233M_PB6.DQ388517 T -D N-T N
C.ZM.03.2M249M_PL1.DQ388514 -D N-T---K--- N >- C I)allel
C.ZM.00.2M53MPB12.AY423984 T -D N-T H
C.ZM.98.ZM55FPB28a.AY423971 T -D N-T---L--= N sequences
C.ZM.00.2M109FPB4.AY424138 T -D N-T-S-K--- §
C.ZM.98.2M106FPBY.AY423963 M -D N-T Y
C.ZM.98.ZM135MPL10a.AY424079 -2 T -D N-T--nT-—-
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AN

C.ZA.98.DU123_6.DQ411850 N-K E-K
C.ZA.98.DU151_2.DQ411851 N-K E
C.ZA.99.DU156_12.DQ411852 N-K N E-K
C.ZA.98.DU172_17.DQ411853  —m—mmmmmmmmmme E-K
C.ZA.98.DU422_1.DQ411854 N-K E-K
C.ZM.02.ZM197M_PB7.DQ388515 N-K E-K
C.ZM.03.ZM214M_PL15.DQ388516 E-K
C.ZM.02.ZM215F_PB8.DQ422948 E-Q
C.ZM.02.2M233M_PB6.DQ388517 ——RN-mmmmmm e E-K
C.ZM.03.7M249M_PL1.DQ388514 N-K E-K > C panel sequences
C.ZM.00.ZM53MPB12.AY423984 E-K
C.ZM.98.ZM55FPB28a.AY423971  —m—mmmmmmmmmme E-K
C.ZM.00.ZM109FPB4.AY424138 Nem oo E-K
C.ZM.98.ZM106FPB9.AY423963 —-KN E-K
C.ZM.98.ZM135MPL10a.AY424079 E-R
C.ZA.05.CAP210_2_00_E8.DQ435683 --K E-K R
C.ZA.05.CAP45_2_00_G3.DQ435682 N-K N E-K E-R
C.ZA.05.CAP244_2_00_D3.DQ435684 E-Q-—-1
Al.KE.94.023_17.AF004885 E R

AN

Al.SE.94.SE7253.AF069670 N-K R-R Q-———
Al1.UG.92.92UG037.U51190 R
Al1.UG.98.98UG57136.AF484509 R Q-———
A2.CD.97.97CDKTB48.AF286238 I---E-R Qe——u
A2.CY.94.94CY017_41.AF286237 L R

B.FR.83.HXB2_LAI_IIIB_BRU.K03455
B.NL.00.671_00T103.AY423386
B.TH.90.BK132.AY173951 N
B.US.98.1058_08.AY331294 N-K---K T
C.BR.92.BR025_d.U52953 E-K---I
C.ET.86.ETH2220.U46016 E-K
C.IN.95.95IN21068.AF067155 EVK
C.ZA.04.SK164B1.AY772699 N-K E-K---I
D.CD.83.ELI.K03454 Q
D.CM.01.01CM_4412HAL.AY371157
D.TZ.01.A280.AY253311 R I
D.UG.94.94UG114.U88824 N L--I-L
F1.BE.93.VI850.AF077336 N-K Qe===Q==mu

E
F1.BR.93.93BR020_1.AF005494 N-K. E Q----K--R- Subtype reference sequences
F1.FI.93.FIN9363.AF075703 --K E RP--P R--R

E
0

Le)

=]

> W W

F1.FR.96.MP411.AJ249238 N-K N R Q--R-
F2.CM.02.02CM_0016BBY.AY371158 o e O L Q---I--SR---Q----K--R-
F2.CM.95.MP255.AJ249236
F2.CM.95.MP257.AJ249237 Qe===Q==mu
F2.CM.97.CM53657.AF377956
G.BE.96.DRCBL.AF084936 ==KN-eem e T-—--KS==I---
G.KE.93.HH8793_12_ 1.AF061641 N-K N K
G.NG.92.92NG08.U88826 T---KS
G.SE.93.SE6165.AF061642 T---KS
H.BE.93.VI991.AF190127
H.BE.93.VI997.AF190128
H.CF.90.056.AF005496 I-===T!
J.SE.94.SE7022.AF082395
J.SE.93.SE7887.AF082394

K.CD.97.EQTB11C.AJ249235 Qe=—u ‘//
K.CM.96.MP535_AJ249239 Q I R-R Qe=—u

o
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z 2
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O
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o




