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The names of MAbs and the location of well characterized linear binding sites of 21 amino acids or less are indicated
relative to the protein sequences of the HXB2 clone. This map is meant to provide the relative location of epitopes on
a given protein, but the HXB2 sequence may not actually bind to the MAb of interest, as it may vary relative to the
sequence for which the epitope was defined. Above each linear binding site, the MAb name is given followed by the
species in parentheses. Human is represented by ‘h’, non-human primate by ‘p’, mouse by ‘m’, and others by ‘o’. More
precise species designations for any given MAb can be found using the web search interface.
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1 p17 Ab Epitope Map

Figure 1: p17 Ab Map aa 1–100

MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEIKDTKEA
10 20 30 40 50 60 70 80 90 100

L14.17 (m) 32/5.8.42 (m)B4f8 (o)

polyclonal (m) 12H-D3b3 (o)

32/5.8.42 (m)

HyHIV-1 (m)

HyHIV-2 (m)

HyHIV-3 (m)

HyHIV-4 (m)

HyHIV-5 (m)

HyHIV-6 (m)

32/1.24.89 (m)

3B10 (m)

3E11 (m)

polyclonal (o)

Figure 2: p17 Ab Map aa 101–132

LDKIEEEQNKSKKKAQQAAADTGHSNQVSQNY
110 120 130

32/5.8.42 (m) 1D9 (m)

11H9 (m)

3-H-7 (m)

C5126 (m)

4C9 (m)

4H2B1 (m)

9G5 (m)

15-21 (m)

31-11 (m)

sc-FV p17 (m)
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2 p24 Ab Epitope Map

Figure 3: p24 Ab Map aa 1–100

PIVQNIQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRVHPVHAGPIAPGQMREPR
10 20 30 40 50 60 70 80 90 100

111/182 (m) polyclonal (m) 1109/01 (m)

112/021 (m) 3D3 (m) 91-5 (h) 13-102-100 (m)

112/047 (m) CD-4/1 (m) 14D4E11 (m)

ID8F6 (m) 15F8C7 (m) 1G5C8 (m)

F5-2 (m) 111/052 (m) 47-2 (m)

CB-13/5 (m) 714/01 (m)

polyclonal (m)

111/073 (m)

113/038 (m)

1-E-4 (m)

1-E-9 (m)

10-E-7 (m)

10-G-9 (m)

11-C-5 (m)

2-E-4 (m)

2-H-4 (m)

8-D-2 (m)

8-G-9 (m)

8-H-7 (m)

C5123 (m)

1-B-7 (m)

3-B-7 (m)

6-D-12 (m)

6-E-7 (m)

8-D-5 (m)

FF1 (m)

113/072 (m)

25.3 (m)

RL4.72.1 (m)

Figure 4: p24 Ab Map aa 101–200

GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKT
110 120 130 140 150 160 170 180 190 200

25.3 (m) 38:9.6K (m) LH-104-E (m) 12-B-4 (m) 108/03 (m)

RL4.72.1 (m) EB1A9 (m) 1B2C12 (m) 9A4C4 (m)

406/01 (m) LH-104-K (m) 11C10B10 (m)

polyclonal (m) LH-104-A (m) 11D11F2 (m)

1.17.3 (m) 110/015 (m)

1A7 (m)

1F6 (m)

23A5G4 (m)

23A5G5 (m)

3D10G6 (m)

polyclonal (m)

V10 (m)

LH-104-C (m) CD12B4 (m)

C5122 (m)

BE3 (m)

L14 (m)

Figure 5: p24 Ab Map aa 201–231

ILKALGPAATLEEMMTACQGVGGPGHKARVL
210 220 230

LH-104-A (m)

LH-104-C (m)

FH2 (m) LH-104-B (m)

13B5 (m) LH-104-I (m)

106/01 (m)

LH-104-G (m)
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3 p2p7p1p6 Ab Epitope Map

Figure 6: p2p7p1p6 Ab Map aa 1–100

AEAMSQVTNSATIMMQRGNFRNQRKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSYKGRPGNFLQSRPEPTAPPEESF
10 20 30 40 50 60 70 80 90 100

LH-104-G (m) i5B11 (o) EC6 (m) DG8 (m)

M12 (m) EB5 (m)

HH3 (m)

AD2 (m)

CA5 (m)

DF3 (m)

EC3 (m)

FC12 (m)

GE4 (m)

JB7 (m)

JF11 (m)

Figure 7: p2p7p1p6 Ab Map aa 101–137
RSGVETTTPPQKQEPIDKELYPLTSLRSLFGNDPSSQ

110 120 130

July 31, 2008
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4 Gag/Pol TF Ab Epitope Map

Figure 8: Gag/Pol TF Ab Map aa 1–56
FFREDLAFLQGKAREFSSEQTRANSPTRRELQVWGRDNNSPSEAGADRQGTVSFNF

10 20 30 40 50

July 31, 2008
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5 Protease Ab Epitope Map

Figure 9: Protease Ab Map aa 1–99

PQVTLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMSLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNF
10 20 30 40 50 60 70 80 90

1696 (m) 10E7 (o)

F11.2.32 (m)

13E1 (o)

8B11 (o)

8C10 (o)

8G5 (o)

July 31, 2008



RT Ab Epitope Map 7

6 RT Ab Epitope Map

Figure 10: RT Ab Map aa 1–100

PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGL
10 20 30 40 50 60 70 80 90 100

1E8 (m)

Figure 11: RT Ab Map aa 101–200
KKKKSVTVLDVGDAYFSVPLDEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRT

110 120 130 140 150 160 170 180 190 200

Figure 12: RT Ab Map aa 201–300

KIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE
210 220 230 240 250 260 270 280 290 300

polyclonal (h) 1.152 B3 (m)

1.158 E2 (m)

polyclonal (h)

Figure 13: RT Ab Map aa 301–400

LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKITTESIVIWGKTPKFKLPIQKETWET
310 320 330 340 350 360 370 380 390 400

1.152 B3 (m) 1.153 G10 (m) RTMAb8 (m)

1.158 E2 (m) 1D4A3 (m)

polyclonal (h) RT6H (m)

Figure 14: RT Ab Map aa 401–500

WWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQAIYLALQDSGLEVNIVTDSQ
410 420 430 440 450 460 470 480 490 500

1.160 B3 (m)

Figure 15: RT Ab Map aa 501–560

YALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVL
510 520 530 540 550 560

polyclonal (h)

C2003 (o)
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7 Integrase Ab Epitope Map

Figure 16: Integrase Ab Map aa 1–100

FLDGIDKAQDEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKVILVAVHVASGYIEAEVIPAETGQETAYF
10 20 30 40 50 60 70 80 90 100

1C4 (m) 17 (m)

2C11 (m) 4D6 (m)

2E3 (m)

3E11 (m)

3F9 (m)

5F8 (m)

6G5 (m)

7B6 (m)

7C6 (m)

Figure 17: Integrase Ab Map aa 101–200

LLKLAGRWPVKTIHTDNGSNFTGATVRAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERI
110 120 130 140 150 160 170 180 190 200

anti-K159 (o)

Figure 18: Integrase Ab Map aa 201–288

VDIIATDIQTKELQKQITKIQNFRVYYRDSRNPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDED
210 220 230 240 250 260 270 280

8-6 (m) 8-22 (m) 6-19 (m)

19 (m) 4-20 (m)

2-19 (m) 7C3 (m)

7F11 (m)

8E5 (m)

MAb 35 (m)

July 31, 2008
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8 Vif Ab Epitope Map

Figure 19: Vif Ab Map aa 1–100

MENRWQVMIVWQVDRMRIRTWKSLVKHHMYVSGKARGWFYRHHYESPHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGQGVSIEWRKKRYSTQVDP
10 20 30 40 50 60 70 80 90 100

TG002 (m)

Figure 20: Vif Ab Map aa 101–192

ELADQLIHLYYFDCFSDSAIRKALLGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGH
110 120 130 140 150 160 170 180 190

TG001 (m)

July 31, 2008



Vpr Ab Epitope Map 10

9 Vpr Ab Epitope Map

Figure 21: Vpr Ab Map aa 1–96
MEQAPEDQGPQREPHNEWTLELLEELKNEAVRHFPRIWLHGLGQHIYETYGDTWAGVEAIIRILQQLLFIHFRIGCRHSRIGVTRQRRARNGASRS

10 20 30 40 50 60 70 80 90

July 31, 2008
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10 Tat Ab Epitope Map

Figure 22: Tat Ab Map aa 1–100

MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFITKALGISYGRKKRRQRRRAHQNSQTHQASLSKQPTSQPRGDPTGPKEXKKKVERETETDPF
10 20 30 40 50 60 70 80 90 100

polyclonal (p) TB12 (m) NT2/4D5.24 (m)

TA9 (m) polyclonal (m) polyclonal (m)

TD84 (m) polyclonal (p) polyclonal (p)

TE135 (m) polyclonal (h)

polyclonal (m) polyclonal (m)

NT3/2D1.1 (m)

1.2 (m)

1D9D5 (m)

polyclonal (m)

Figure 23: Tat Ab Map aa 101–101
D

101

July 31, 2008
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11 Rev Ab Epitope Map

Figure 24: Rev Ab Map aa 1–100

MAGRSGDSDEELIRTVRLIKLLYQSNPPPNPEGTRQARRNRRRRWRERQRQIHSISERILGTYLGRSAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSP
10 20 30 40 50 60 70 80 90 100

4G9 (m) Ab2 8E7 (m) 1G10 (m)
10.1 9G2 (m) 1G7 (m)

3H6 (m) Ab4

Figure 25: Rev Ab Map aa 101–116

QILVESPTVLESGTKE
110

1G10 (m)

1G7 (m)
Ab3

July 31, 2008
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12 Vpu Ab Epitope Map

Figure 26: Vpu Ab Map aa 1–82
TQPIPIVAIVALVVAIIIAIVVWSIVIIEYRKILRQRKIDRLIDRLIERAEDSGNESEGEISALVEMGVEMGHHAPWDVDDL

10 20 30 40 50 60 70 80

July 31, 2008
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13 gp160 Ab Epitope Map

Figure 27: gp160 Ab Map aa 1–100

MRVKEKYQHLWRWGWRWGTMLLGMLMICSATEKLWVTVYYGVPVWKEATTTLFCASDAKAYDTEVHNVWATHACVPTDPNPQEVVLVNVTENFNMWKNDM
10 20 30 40 50 60 70 80 90 100

7E2/4 (m) 133/237 (m) L5.1 (m)

4D4#85 (m) 133/290 (m) 4A7C6 (m)

M92 (o) 133/11 (m) 133/192 (m)

M86 (m) D/3G5 (m) 489.1(961) (m)

polyclonal (m) 1D10 (o)

D/6A11 (m) 5B3 (m)

D/5E12 (m)

B242 (m)

B10 (m)

B2 (m)

C6 (m)

MF49.1 (m)

T1.1 (m)

T7.1 (m)

T9 (m)

GV4D3 (m)

B27 (m)

B9 (m)

B35 (m)

D/4B5 (m)

D/5A11 (m)

D/6B2 (m)

Figure 28: gp160 Ab Map aa 101–200

VEQMHEDIISLWDQSLKPCVKLTPLCVSLKCTDLKNDTNTNSSSGRMIMEKGEIKNCSFNISTSIRGKVQKEYAFFYKLDIIPIDNDTTSYKLTSCNTSV
110 120 130 140 150 160 170 180 190 200

D/4B5 (m) 11 (m) polyclonal (h) 697-D (h)

D/5A11 (m) 12G10 (m) 35D10/D2 (m) G3-136 (m)

D/6B2 (m) 135/9 (m) 40H2/C7 (m) G3-4 (m)

B18 (m) 6D5 (m) 6C4/S

B20 (m) B33 (m) C108G (p)

MF39.1 (m) 43A3/E4 (m) BAT085 (m)

187.2.1 (m) 43C7/B9 (m) 60b (o)

37.1.1(ARP 327) (m) 45D1/B7 (m) 74 (o)

6D8 (o) 46E3/E6 (m) 38/12b (o)

M96 (o) 58E1/B3 (m) 38/60b (o)

MF119.1 (m) 64B9/A6 (m) polyclonal (h)

MF4.1 (m) 69D2/A1 (m)

MF53.1 (m) 82D3/C3 (m)

MF58.1 (m) 10/76b (o)

MF77.1 (m) 11/41e (o)

T2.1 (m) 11/4b (o)

11/65 (o) 11/4c (o)

W1 (m) RSD-33

GV1A8 (m) 8.22.2 (m)

CA13 (m) 12b (o)

7C10 (m)

C4 (m)

MF46.1 (m)

July 31, 2008
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Figure 29: gp160 Ab Map aa 201–300

ITQACPKVSFEPIPIHYCAPAGFAILKCNNKTFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSVNFTDNAKTIIVQLNTSVEINCTRPN
210 220 230 240 250 260 270 280 290 300

322-151 (m) 1006-30-D (h) B21 (m) 110.C (m) IIIB-V3-26 (m)

3D3.B8 (m) 847-D (h) B23 (m) IIIB-V3-21 (m)

4C11.D8 (m) 213.1 (m) 168B8 (h)

493-156 (m) MF169.1 (m) MO97/V3 (h)

110.1 (h) MF170.1 (m) 55/1l

GV4H3 (m) MF87.1 (m) 8/38c (o)

J1 (m) B12 (m) 8/64b (o)

J3 (m) B13 (m)
polyclonal

(h)

C13 (m)

M89 (m)

B24 (m)

B25 (m)

B3 (m)

B26 (m)

B29 (m)

B36 (m)

110.E (m)

July 31, 2008
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Figure 30: gp160 Ab Map aa 301–400 1/3

NNTRKRIRIQRGPGRAFVTIGKIGNMRQAHCNISRAKWNNTLKQIASKLREQFGNNKTIIFKQSSGGDPEIVTHSFNCGGEFFYCNSTQLFNSTWFNSTW

310 320 330 340 350 360 370 380 390 400

IIIB-V3-26 (m) 110.I (m) 2H1B (m) 110.D (m)

168B8 (h) 4D7/4 (m) B15 (m)

MO97/V3 (h)
anti-HIV-2

polyclonal (o) 36.1(ARP 329) (m) B34 (m)

55/1l C12 (m)

8/38c (o) 2F19C (m) B32 (m)

8/64b (o)

polyclonal (h)

9284 (m)

polyclonal (h)

polyclonal (h)

MAG 109 (m)

MAG 49 (m)

MAG 53 (m)

MAG 56 (m)

1334-D (h) B2C (m)

1324-E (h) IIIB-V3-01 (m)

polyclonal (m)

MO99/V3 (h)

C311E (p)

907 (m)

924 (m)

polyclonal (h)

polyclonal

10F10 (m)

2C4 (m)

412-D (h)

D19 (m)

polyclonal (h)

CGP 47 439 (h)

polyclonal (h)

178.1 (m)

257-D (h)

311-11-D (h)

41148D (h)

391/95-D (h)

Aw (o)

Bw (o)

DO142-10 (h)

Dv (o)

Fv (o)

Gv (o)

Hv (o)

polyclonal (p)

50.1 (m)

(h)

BAT123 (m)

838-D (h)

1006-15D (h)

782-D (h)

908-D (h)

1027-15D (h)

F19.26-4 (m)

F19.48-3 (m)

F19.57-11 (m)

13105100 (m)

M77 (h)

polyclonal (p)

SP.BAL114 (m)
SP.SF2:104

polyclonal (h)

19b (h)

July 31, 2008
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Figure 31: gp160 Ab Map aa 301–400 2/3

NNTRKRIRIQRGPGRAFVTIGKIGNMRQAHCNISRAKWNNTLKQIASKLREQFGNNKTIIFKQSSGGDPEIVTHSFNCGGEFFYCNSTQLFNSTWFNSTW

310 320 330 340 350 360 370 380 390 400

loop 2 (h)

4G10 (m)

5F7 (m)

G3-523 (m)

MN215 (h)

Nea 9301 (m)

4117C (h)

419-D (h)

453-D (h)

504-D (h)

83.1 (m)

5023B (m)

F58/D1 (m)

P1/D12 (m)

P4/D10 (m)

IIIB-13 V3 (m)

IIIB-34 V3 (m)

A47/B1 (m)

D59/A2 (m)

G44/H7 (m)

mu5.5 (m)

268-D (h)

386-D (h)

5042A (m)

5042B (m)

418-D (h)

5021 (m)

5025B (m)

5042 (m)

110.3 (m)

110.4 (m)

110.5 (m)

58.2 (m)

polyclonal (m)

537-D (h)

KD-247 (h)

5020 (m)

RC25 (h)

5023A (m)

110.6 (m)

polyclonal (m)

10/36e (o)

10/54 (o)

11/85b (o)

polyclonal (o)

.5beta (m)

Cbeta1, 0.5beta (h)

447-52D (h)

C25 (m)

NM-01 (m)

1026 (m)

1034 (m)

59.1 (m)

polyclonal (o)

10E3 (m)

polyclonal (m)

N11-20 (m)

5025A (m)

N70-1.9b (h)

902 (m)

694/98-D (h)

July 31, 2008
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Figure 32: gp160 Ab Map aa 301–400 3/3

NNTRKRIRIQRGPGRAFVTIGKIGNMRQAHCNISRAKWNNTLKQIASKLREQFGNNKTIIFKQSSGGDPEIVTHSFNCGGEFFYCNSTQLFNSTWFNSTW

310 320 330 340 350 360 370 380 390 400

9205 (m)

Figure 33: gp160 Ab Map aa 401–500

STEGSNNTEGSDTITLPCRIKQIINMWQKVGKAMYAPPISGQIRCSSNITGLLLTRDGGNSNNESEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVAPTK
410 420 430 440 450 460 470 480 490 500

E51 (h) polyclonal (m) polyclonal (h) M38 (m)

JL413 (h) polyclonal (h) Chim 1 (h)

5C2E5 (m) CRA1 (m) 110.1 (m)

G3-211 (m) M91 (o) 42F (h)

G3-537 (m) 9201 (m) 43F (h)

polyclonal (m) 1C1 (m) 158F3 (h)
1795 3F5 (m) 161D7 (h)

G3-299 (m) 5F4/1 (m)

G3-42 (m) 660-178 (m)

G3-508 (m) 8C6/1 (m)

G3-519 (m) 9301 (m)

G3-536 (m) B221 (m)

ICR38.1a (o) H11 (m) RV110026 (h)

ICR38.8f (o) W2 (m)

MO86/C3 (h) 105-306 (m)

13H8 (m) GV1G2 (m)

G45-60 (m) 670-D (h)
1662 750-D (h)
1663

1664

1697

1794

1804

1807

1808

July 31, 2008
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Figure 34: gp160 Ab Map aa 501–600

AKRRVVQREKRAVGIGALFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQHLLQLTVWGIKQLQARILAVERYLKDQQLLGIWGCSG
510 520 530 540 550 560 570 580 590 600

M38 (m) 1A1 (h) alpha(566-586) (h) 246-D (h)

670-D (h) 24G3 (h) PC5009 (m)

750-D (h) 25C2 (h) polyclonal alpha577-596 (h)

158F3 (h) 5F3 (h) polyclonal (h)

161D7 (h) (h) 240-D (h)

722-D (h) (m) F240 (h)

polyclonal (m) polyclonal (m) 4 (m)

1331A (h) polyclonal (o) 41-6 (m)

polyclonal (h) (h)

1131-A (h) polyclonal (o)

858-D (h) polyclonal (h)

989-D (h) polyclonal (h) 41-7 (h)
anti-P1

polyclonal (h)

2F11 (h)

polyclonal (h)

9G5A (m)

181-D (h)

D49 (m)

D61 (m)

T32 (m)

T34 (m)

115.8 (m)

M-1 (m)

M-11 (m)

M-13 (m)

M-2 (m)

M-22 (m)

M-24 (m)

M-25 (m)

M-28 (m)

M-29 (m)

M-36 (m)

M-4 (m)

M-6 (m)

polyclonal alpha598-
609 (h)

1B8.env (h)

polyclonal (h)

polyclonal (h)

clone 3 (h)

68.1 (m)

68.11 (m)

75 (o)

polyclonal (h)

105-732 (m)

3D6 (h)

July 31, 2008
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Figure 35: gp160 Ab Map aa 601–700

KLICTTAVPWNASWSNKSLEQIWNHTTWMEWDREINNYTSLIHSLIEESQNQQEKNEQELLELDKWASLWNWFNITNWLWYIKLFIMIVGGLVGLRIVFA
610 620 630 640 650 660 670 680 690 700

polyclonal (h) 120-16 (h)

polyclonal (h) 167-7 (h)

F240 (h) 167-D (h)

D49 (m) 98-6 (h)

D61 (m) ND-15G1 (h)

T32 (m) polyclonal (o)

T34 (m) 14D9 (m)

115.8 (m) 2F5 (h)

M-1 (m) 5B2 (m)

M-11 (m) 9G11 (m)

M-13 (m) TH-Ab1 (o)

M-2 (m) polyclonal (o)

M-22 (m) polyclonal (m)

M-24 (m) Z13e1 (h)

M-25 (m) 4E10 (h)

M-28 (m) Z13 (h)

M-29 (m)

M-36 (m)

M-4 (m)

M-6 (m)

polyclonal
alpha598-609

(h)

1B8.env (h)

polyclonal (h)

polyclonal (h)

clone 3 (h)

4 (m)

41-6 (m)

41-7 (h)

68.1 (m)

68.11 (m)

75 (o)

polyclonal (h)

105-732 (m)

3D6 (h)

F172-D8 (h)

July 31, 2008
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Figure 36: gp160 Ab Map aa 701–800
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Figure 37: gp160 Ab Map aa 801–856
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14 Nef Ab Epitope Map

Figure 38: Nef Ab Map aa 1–100
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Figure 39: Nef Ab Map aa 101–200
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Figure 40: Nef Ab Map aa 201–206
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