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Pharmacogenetics
Research Network

National Institutes of Health

US. Department of Health & Human Services

The NIH Pharmacogenetics Research Network (PGRN) is

a nationwide collaboration of researchers studying the contri-
bution of genetics to predicting responses to a wide variety

of medicines. The overall aims of the groups are to discover
important drug pathways, to identify sequence variants in
relevant genes, and to establish biological relationships to clinical
drug responses. Since its inception in 2000, scientists have
studied genes and medications given for a range of diseases,
including asthma, cancer, heart disease, and depression.

www.nigms.nih.gov/pharmacogenetics

PharmGks

The Pharmacogenetics and Pharmacogenomics Knowledge
Base (PharmGKB) is an integrated knowledge base for
pharmacogenetics linking phenotypes and genotypes. Itis
available for the entire scientific community to make deposits
and to use the data.

« A web-based format for pharmacogenetics knowledge
« Curated, linked genotypes and phenotypes

- Genomic, molecular and cellular, and clinical datasets

« Annotated, interactive, consensus drug pathways

« Automated methods for identifying relationships

« Community-based literature submissions

« Access to the entire research community

www.pharmgkb.org
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