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* Rhodopseudomonas palustris is a purple nonsulfur anoxygenic phototrophic bacterium that is
metabolically versatile with respect to energy generation, carbon and nitrogen metabolism.

* We characterized and compared the baseline proteome of a R. palustris wild-type strain grown under
six metabolic conditions. Trypsin-digested peptides were analyzed by LC MS/MS.

* Using these methods we identified 1,664 proteins out of 4,836 possible predicted proteins.

« Over 311 proteins exhibiting marked differences between conditions, many of these being hypothetical
proteins showing strong correlations with different metabolic modes. For example, five proteins
encoded by genes from a novel operon appeared only after anaerobic growth with no evidence in
extracts of aerobically-grown cells. Proteins known to be associated with specialized growth states
such as nitrogen fixation, photoautotrophic,
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