Pol Epitope 65,66

CONSENSUS-B LLWKGEGAV

Epitope # HLA
65 LLWKGEGAYV (A2)
66 LLWKGEGAV (A*0201)

CONSENSUS-A  ---emrev
AKE.Q2317  -Fereeee
A.SE.SOSE7253  ---------
A.SE.TZSE8538 ---------
A.SE.UGSE8891 --------
AUG.92UG037  ----meem-
AUG.U455  woeee-

AE.CF.90CF402 ---------
AE.TH.93TH253 ---------
AE.TH.CM240  ---------

AG.DJ.DJ263  ---------
AG.DJ.DJ264  ---------
AG.NG.IBNG =~ ---------

AGI.CY.94CY0323 ---------
AGIL.GR.97PVCH  ---------
AGIL.GR.97PVMY  ---------

CONSENSUS-B ---------
B.AU.MBC18  ---------
B.CN.CNRL42  ---------
B.DE.D31  ---------
B.FR.HXB2R  ---------
B.FR.LAl -
B.GA.OYl = -
B.GB.CAM1  ---------
B.NL.ACH320A  ---------
B.USJRFL  ---------
B.US.MN -
B.US.RF -
B.US.SF2 -
B.US.WEAU160 ---------

CONSENSUS-C = ---------
C.BR.92BR025 ---------
C.BW.96BW0502 ---------
C.ET.ETH2220 ---------
C.IN.11246  ---------
C.IN.21068  ---------
C.IN.301999  ---------

CONSENSUS-D  ---------
D.UG.94UG114 ---------

D.ZR.84ZR085

D.ZR.ELI = -----mm--

D.ZR.NDK
D.ZR.Z276

CONSENSUS-F = ---------

F.BR.93BR020
F.FI.FIN9363

CONSENSUS-G = ---------

G.BE.DRCBL
G.FI.LHH8793-1
G.SE.SE6165

[ —

CONSENSUS-H = ---------

H.BE.VI991
H.BE.VI997
H.CF.90CFO056

CONSENSUS-J  -?-------

J.SE.SE91733
J.SE.SE92809

N.CM.YBF30

= J—

CONSENSUS-O  ---------

O.CM.ANT70

0.CM.MVP5180  ---------

CONSENSUS-CPZ  ---------

CPZGAB
CPZANT

Rev Epitope 1

CONSENSUS-B  iS??ILsty
Epitope 1  ISERILSTY (A1)
CONSENSUS-A  I-eR----C
A.KE.Q23-CXC-CG --ER----C
A.SE.SOSE7253 --ER---C
A.SE.TZSE8538 --ER----C
A.SE.UGSE6594 --ER---AC
A.SE.UGSE7535 --ER--NAC
A.SE.UGSE8891 L-ER----C
A.UA.AF082486 L-ER---AC
A.UG.92UG037 L-ERV---C
AUG.U455  L-ER---DC
AUG.UG273A L-QR---C
AUG.UG275A L-ER----C

AE.CF.90cr402 -GER----C
AE.TH.93TH253 --ER----C
AE.TH.CM240 --ER----C

AG.DJ.DJ263 --ERF--C
AG.DJ.DJ264 --QR----C
AG.NG.IBNG  -ER---C

AGI.CY.94CY0323 L-ER--A--
AGI.GR.97PVCH --ERV-A--
AGIL.GR.97PVMY --ER--AAC

CONSENSUS-B  ---------
B.AU.MBC18 --AR----F
B.CN.RL42 --DR--V--

B.DE.D31  -ER--
B.DE.HAN  --ER-—F
B.FR.HXB2  --ER--G--
B.FR.LAI  --ER--G-
B.GAOYl  —-GW-—-

B.GB.CAM1  --NW---H
B.GB.MANC  L-AW--R
B.NLAACH320A --ER----
B.SP.89SP061 --GW---N-
B.USJRFL  -—ER--—-

B.US.MN —AW---N-
B.US.RF C-EW--D--
B.US.SF2  -—-GW-—

B.US.WEAU160 --GW--N--

CONSENSUS-C  --eR----Cc
C.BR.92BR025 --ER----C
C.BW.BW96BWO0502 L-ER---AC
C.DJ.DJ259A --ER---AC
C.DJ.DJI373A --ER----C
C.ET.ETH2220 L-ER---NF
C.IN.11246  --ER---AC

[-D-41
DEC 98

HIV CTL Epitope Alignments

C.IN.21068  --ER----F
C.IN.301904 L-ER---AC
C.IN.301905 --ER----C
C.IN.301999 L-ER----C
C.SO.SM145A  --ER----C
C.UG.UG268A2 -NQR----C

110

CONSENSUS-D  -gER-----
D.SN.SE365A2 -GER----
D.UG.94UG1141 -GER-l--
D.UG.UG269A --ER----
D.UG.UG274A2 -GER----
D.ZR.84ZR085 -GER-----
D.ZRELI  -AER-G-

D.ZRNDK  -GER-IC-F
D.ZR.Z2Z6  -GER----

CONSENSUS-F  --eR---SC
F.BR.93BR0201 --DR---SC
F.BR.BZ126A L-ER---SC
F.BR.BZ163A --RR---SC
F.FN.FIN6393 --ER---SC

CONSENSUS-G ~ --ER--2c
G.BEDRCBL --ER---C
G.FL.HH8793 --ER---SC
G.SE.SE6165 --ER--TA-

CONSENSUS-H  --ER-t?C
H.BE.VI991 -GERV-A-C
H.BE.VI997  --ER--TDC
H.CF.90CF056 --ER--TSC

CONSENSUS-J --ER-?-SC
J.SE.SE9173 --ER---SC
J.SE.SE92809 --ER-P-SC

N.CM.YBF30 --ER---SC

CONSENSUS-O  LA-R?-A-V
O.CM.ANT70C  LAARV-A-V
0.CM.MVP5180 LATR--A-V

CONSENSUS-CPZ ??-RV-?2-?
CPZGAB ~-GRV-A--
CPZANT LAARV-R-L



