
H
IV

M
onoclonalA

ntibodies

III-A
-31

D
E

C
98

Table
4: P

ro
te

a
se

M
A

b
ID

Location
W

E
A

U
S

equence
N

eutralizing
Im

m
unogen

S
pecies(Isotype)

139
8G

5
P

ro(38-45
H

X
B

2)
R

T
(94-101)

LP
G

R
W

K
P

K
N

rec
P

rotease
ham

ster(IgG
)

D
onor:

B
ruce

C
hesebro

and
K

athy
W

ehrly,R
ocky

M
ountain

Laboratories,H
am

ilton,M
ontana

R
eferences:[C

roix
etal.(1993)]

N
O

T
E

S
:

•
8G

5:
B

inds
to

M
S

LP
G

R
W

K
P

K
M

w
ith

sightly
higher

affinity
[C

roix
etal.(1993)]

140
13E

1
P

ro(38-45
H

X
B

2)
R

T
(94-101)

LP
G

R
W

K
P

K
N

rec
P

rotease
ham

ster(IgG
)

D
onor:

B
ruce

C
hesebro

and
K

athy
W

ehrly,R
ocky

M
ountain

Laboratories,H
am

ilton,M
ontana

R
eferences:[C

roix
etal.(1993)]

N
O

T
E

S
:

•
13E

1:
B

inds
to

M
S

LP
G

R
W

K
P

K
M

w
ith

sightly
higher

affinity
[C

roix
etal.(1993)]

141
8B

11
P

ro(38-45
H

X
B

2)
R

T
(94-101))

LP
G

R
W

K
P

K
N

rec
P

rotease
ham

ster(IgG
)

D
onor:

B
ruce

C
hesebro

and
K

athy
W

ehrly,R
ocky

M
ountain

Laboratories,H
am

ilton,M
ontana

R
eferences:[C

roix
etal.(1993)]

N
O

T
E

S
:

•
8B

11:
B

inds
to

M
S

LP
G

R
W

K
P

K
M

w
ith

sightly
higher

affinity
[C

roix
etal.(1993)]

142
8C

10
P

ro(38-45
H

X
B

2)
R

T
(94-101)

LP
G

R
W

K
P

K
N

rec
P

rotease
ham

ster(IgG
)

D
onor:

B
ruce

C
hesebro

and
K

athy
W

ehrly,R
ocky

M
ountain

Laboratories,H
am

ilton,M
ontana

R
eferences:[C

roix
etal.(1993)]

N
O

T
E

S
:

•
8C

10:
B

inds
to

M
S

LP
G

R
W

K
P

K
M

w
ith

sightly
higher

affinity
[C

roix
etal.(1993)]

143
10E

7
P

ro(38-45
H

X
B

2?)
R

T
(92-102)

M
S

LP
G

R
W

K
P

K
M

N
rec

P
rotease

ham
ster(IgG

)
D

onor:
B

ruce
C

hesebro
and

K
athy

W
ehrly,R

ocky
M

ountain
Laboratories,H

am
ilton,M

ontana
R

eferences:[C
roix

etal.(1993)]
N

O
T

E
S

:
•

10E
7:

Im
m

unodom
inantregion

ofprotease
in

A
rm

enian
ham

ster
(butonly

w
eakly

reactive
in

people,see:
[B

jorling
etal.(1992)])

–
peptide

M
S

LP
G

R
W

K
P

blocks
protease

binding
[C

roix
etal.(1993)]

144
F

11.2.32
P

ro(36-46
B

H
10)

R
T

(92-102)
M

S
LP

G
R

W
K

P
K

M
rec

B
H

10
P

rotease
m

urine(IgG
1
κ )

D
onor:

B
ruce

C
hesebro

and
K

athy
W

ehrly,R
ocky

M
ountain

Laboratories,H
am

ilton,M
ontana

R
eferences:[Lescar

etal.(1996),Lescar
etal.(1997)]

N
O

T
E

S
:

•
F

11.2.32:
B

inding
leads

to
significant

inhibition
in

proteolytic
activity

–
crystalstructure

of
F

ab-peptide
w

as
de-

term
ined

to
2.2̊A

resolution
–

bound
peptide

show
s

no
structuralsim

ilarity
to

the
corresponding

segm
ent

in
native

protease
suggesting

binding
m

ay
distortprotein

structure
[Lescar

etal.(1997)]


