Antibody Protein Maps

gp160 Antibody Map

53 7c10
4 mse a7 7
| 3apauss SRIeVAs
46 wi
2 M92
[ L
| 1 ey 45 1165
I\/R\/KEKYQ—Hl_V\RV\G/\RV\GTI\l/LLG\/LM CS,?\TEKLV\X/TVYTGVPVV\KEATT 44 MrFs3.1
10 20 30 40 50 43 MF4.1
42 MF119.1
‘—31 R 41 mF77.1
‘—30 L2 40 mFss.1
29 Di4B5 39 187.21
“*—*%28 P 38 37.1.1(ARP B27)
gl ey 37 M9%
26 g 366D8
25 cviD3 35 121
24 Mo 34 MF39.1 &
52 12610
23 583 38 B1s |
1
2210 3P B20
2L 3lpsan 50 ca
2011 30 /g2 49 MF46.1 55 B33
19 4801901 29 njges 48 135/9 ‘ 54 6D5 .
14 B242 VEQVHEDI | ?LV\DQSL KPCYKLTPLCVSL ||<CT DLKNDTN'Il'NSSSGRM M|E
13|1p10 110 120 130 140 150
12 4a7ce
18 B10
10 p/sE12
17 B2
7 133/11
5 11151
133/290
M 9 DreA 1L 16 cs
b 133/237
4 ms6 N | 8 pi3cs 156 133]192
TL FCASDAK,?\YDTEVHI\I\/V\?\THAC\/PTDPll\IPQEWLVI\I\/'Il'ENFNM/\KNDI\l/I
60 70 80 ) 100
111-B-8

DEC 99



Antibody Protein Maps

67 G3-136 97 110E
65 12b 96835
64 RsD-33 95 B2
63 1v4b 94 B2
62 11/41e 72 Ba/eob 93 B25
61 1v4c 71 Bsrizb 92 B23
60 10/76b 7074 91 B21
59 ecais 69 60b 90 B3
58 c108G 68 BATO85 89 B24
57 a91-D 88ci3
56 2H1B 66 G3-4 87BL3
KCEI KNCSFll\lI STSI RG|<V(|J<EYAFFYKL I|3I | PI DNDTT?YKLTSCNT SY 86k
160 170 180 190 200 85 bk 103 64
84 2131 102 s138c
801 83 MF170.1 101 yoo7v3
79u 82 MF169.1 100 nie-vep1
_ 78|GvaH3 | 81 mre7.1 o 98 110.c . . 9| 111B-V324
77 1104 I RPWSTQ_Il_LNGSLAEEE\lNl RSVNFTDIl\IAKTI | VQL N'Il'SVEI NCTRPIl\I o
75 4031156 260 270 280 290 300 8
75 322-151 =
74 4c11.08
73 3D3.B8
I TQACPKVSITEPI Pl HYCAIT’AGFAI LKCNll\IKTFNGTGPC'Il' NVSTVQCT H(|3
210 220 230 240 250

I111-B-9
DEC 99



Antibody Protein Maps

24 149 517
124 311-11-D
148 4c10
123 41148D 147
G3-523
122 257-p
191 200 9205 146 19
178
145 polyclonal
120 ccPlat 439 14
SPSF2:104
119 4121 ¢ ’
118 2¢4 143 sere. V3 loop cont.
117 V3 loop 142 m77
10F10
. 141 F1957-11
116 polyciprial Because so many MAbs bind to the V3
115 botvaiorh loop section of gp120 we have had to re- 140 F19.264
. peat that portion of the sequence map four 139 F19.48-3
114007 times in order to show all the epitopes. 138 1007150
1131|924 37
137 908-p
112 gz11E
1136 1006-15D
111 moog v 2
135 7821
110 olyclorfal ’L’.4
134 838D
109 1324-F 198 jog2 133
33 BAT123
108 MAG 109
132 pp142-10
107 mAg5p 13
| H
106 mAg 5B 15 ‘V
105 mAg 4p 1bd jv
104 o2as S
201 11p. 128 pv
103 g/g4b 1
LB
102 g/38c P02 11B{v3-01 15 =
40 A
101 Yooz 190 £54 - =
391)95-D
29 liljva-26 ‘ 189/05p NNTRKRI RI QRGPGRAFVTI GKI GNMRQAHCNI SRAKWNNTLKQI ASKLR
NNTRKRI RI QRGPGRAFVTI GKI GNVRQAHCNI SRAKWANTLKQ ASKLR | [ | [ |
I | | | | 310 320 330 340 350
310 320 330 340 350

11-B-10
DEC 99



Antibody Protein Maps

174 s021
173 418D 199 s04/98-D
172 50258 197 N70-1.9b
171 386-D 196 50254
170 268- 195 N11i2 V3 loop cont.
169 50428 194 50.1
168 50424 V3 loop cont. 193 1034
167 1opg 2 192 1026
166 mub.5 191 |Nn-01
165 psap? 188 polyiclpnal
164 caaHy 187 11854
163 a47/B1 186 10/36e
162 111B-13 V3 185 10{54
161 111B-34 V3 184 polycloral
160 P4/D1( 183 110.¢
159 PuD1 182 s023A
158 Fs8/D1 181|s020
157 50238 180 537-0
156 831 179 s8.p g
155 419-D 178 110. @
154 s04-D LT7 1104
153 453-D 176 110.
152 a17c 175|sp42
151 Ned obd1 NNTRKRI RI IQ?GPGF\’AFVTII &I GI\II\/RQNl-ICNI SRAKV\NIl\ITLKQ ASKLIl?
! 150 vl | 310 320 330 340 350
NNTRKRI RI IQ?GPGRAFVTII (e GNI\/RQAIl—|CNI SRAKV\NIl\ITL KA ASKLITQ
310 320 330 340 350
11-B-11

DEC 99



Antibody Protein Maps

232 1808

207 B32

205 c12 231 1807

204 36.1(ARP 329 209 B34 230 1804
( ) 206 110D
203 4p7/4 | 208 Bl§‘ 228 1697

EQFGNNKTI 'II FKQSSGGDPIlEI VTI-lSFNCG(llfFFYCI\lSTQI_ FNSTV\FNST\lN 227 1664
360 370 380 390 400

226 1663
225 1662
224 13H8

P23 G45-60

P22 MO86IC

21|ICR38.8

N

220|icr38.1a

219 G3-536

218 G3-519

P17 G3-508

216 G3-299
215 G342
14)1795
218 palyclpnal

L\N8]

212 G353
211 G321

. 210 sc2E5 . 2291794 |
STEGSNNTEClﬁDTI TLPCRII KQ I NM/\Q(YGKAM\(APPI ?Cﬁ RCSSNI 'Il'

410 420 430 440 450

1-B-12
DEC 99



Antibody Protein Maps

249 RrV110026
243 3r5 284 M-24
242 sFain 283 M-22
241 i _ 282
8C6/1 115.8
283 450-D
240 660-178 | 281734
2892 670-D I—
239 B221 51 280 132
251 Gvig2 .
2381c1 e Because so many MAbs bind to the LGI- 279 pag
237 a301 250 1101 WGCSGKLIC region of gp160 we have 277 £20
248 43F repeated the sequence map twice in order
235 CRA1(ARP 323) 245 w2 to show al the epitopes. 276 240-D
234 mo1 244 H11 247 43F 2715 181-D
|233 polyclongl 236 9|L01 o P46 Mm3s 2|74 bGsA
GLLLTRDGGIl\lSNNESEI FRITC—IC—IGDI\/RDM/\BSELYKYKWiFI EPLG/APTI|< 273 d60
460 470 480 490 500 379|011
270 polyclona
299 416
%59 1131-A 269 pdlyiciprial
258 989-D 268 palyclprial
257 858-D 267 polyclonal 2,98 clome 3
253 polyclonal 266 polyclonal Q(577-596) 278 bt -
285 722-D 265 pcs009 o
254 7540 263 1a1 . 264 |(566-585) . 20711 palyclpria 23
253 4500 262 2463 QONNLLRAI I|EAQQ-IL LQ_TYV‘G KQL QO\RII LAVERYL KD@_LG V\GCS(l.“u
25 67bp 261 2502 560 570 580 590 600
246 mps 260 sF3
AKRR\NQ?EIl(RAVGI GAL FITG:LGAAGSTI\l/GAASMTLTV(lgARQ_LSG vclg
510 520 530 540 550

11-B-13
DEC 99



Antibody Protein Maps

305 306 305 3ps
304{41-7 304 41.7
3036811 303 68j11
302681 302 68,1

301 75 301 73
300 4 3004

297 polyclpnal 299 416
296 1B8env 298 clone 3
295 polyclprial o(598-60897 pdlycipnal
294 M-36 296 1Bgenv
293 M-29 294 m-36
292 Mts 293 M-29

291 M4 292 mt6
290 M1 291 mfa
289 M-25 290 mf1

288 M-13 289 m-25
287 M-11 288 M-13
286 M2 287 M-11

285 M-28 286 M2
QONNLLRAI I|EAQQ-IL L Q_TYV‘G KQL QARII LAVERYL KD@_ Ld V\GCSlG 285 w48
560 570 580 590 600 284 w4
283 m-32
282 1158
281 T34 310 167-D
280 132 309 ND-15G1
279 pao 308 167-7
278 pe1 307 986
277 Fpag 306 120-16
KLI CTTAVP\ll\NASV\BNKSL IlEQ V\NI-lTTV\MlEV\DREI NNYT?LI HSLI EES(P
610 620 630 640 650
111-B-14

DEC 99



312 golyclopal
311 2r5

310 167D
309 ND-15G61
308 167-7

307 986

306 120-16
NQJEKNEQEITLELDIQ/\ASL\{\M/\FNI TNV\L\{WI KLFI M V(|3GLVGLRI VF,?\

660 670 680 690 700

Antibody Protein Maps

335 88-158/079

334 88-158/022

333 88-158/02
332 413
331412
330411
329 1909
328 1908
327 1907
326 1583
325 1579
324 1899
323 1578
322 1577
321 1576
320 1575
319 eps
318 LA9 (121-134)
317 B33
316 B3t
B15 cq
314 p47-520)

. 3.E'3 BSO}
VLSI VNRVRgSYSPLSFQT I|—|LPTPRGPDRIT>EG EEEG(II?DRDRSI RLVIl\I
710 720 730 740 750
GSLALI WDDLRSLCLFSYHRLRDLLLI VTRI VELL GRRGWEAL KYWANL L
760 770 780 7%0 00

190 4

336 Bs

|337 4E10 § 38 chim 1 .
QYWSQELKNSAVSLLNATAI AVAEGTDRVI EVVQGACRAI RHI PRRI RQALERI LL

| | | | |
810 820 830 840 850

11-B-15
DEC 99



