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The Cover

The cover of the 1998 database depicts the 3-dimensional crystal structure of gp120 with the asparagine
residues (including side chains) modified by N-linked glycosylation in mammalian cells shown in blue.
Note the concentration of glycosylation on the gp120 surface believed to face outward on the trimeric
envelope glycoprotein spike. This figure is from a review of theStructure of the Core of HIV-1 gp120
Exterior Envelope Glycoproteinby Richard Wyatt, Peter D. Kwang, Wayne A. Hendrickson and Joseph
G. Sodroski, in this volume, page III-1.


