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Supplemental Figure S4. The percentage of the ortholog clades of F-box proteins in 
Arabidopsis, Oryza and Populus showing homology to 
other plant species as revealed by tBLASTn search against 
the transcript assemblies of more than plant species (Childs 
et al. 2007). 

 
 
 

Supplemental Figure S4. A reconciled phylogenetic tree for F-box genes in Vitis, 
Carica and Populus constructed by combining the gene tree 
(Fig. 2) and species tree (Vitis, (Carica, Populus)). 

 
 
 

 

 

 

 

0

10

20

30

40

50

60

70

80

90

100

1.0E-10 1.0E-20 1.0E-30 1.0E-40 1.0E-50 1.0E-60 1.0E-70 1.0E-80

A

O

P

AO

AP

OP

AOP

E-value cutoff used in blast search

P
ro

p
o

rt
io

n
 (

%
 o

f 
e
a
c
h

 o
rt

h
o

lo
g

 c
la

d
e
) 

h
a
v
in

g
 b

la
s
t 

h
it

s
 i
n

 o
th

e
r 

e
u

d
ic

o
ts

0

10

20

30

40

50

60

70

80

90

100

1.0E-10 1.0E-20 1.0E-30 1.0E-40 1.0E-50 1.0E-60 1.0E-70 1.0E-80

A

O

P

AO

AP

OP

AOP

E-value cutoff used in blast search

P
ro

p
o

rt
io

n
 (

%
 o

f 
e
a
c
h

 o
rt

h
o

lo
g

 c
la

d
e
) 

h
a
v
in

g
 b

la
s
t 

h
it

s
 i
n

 o
th

e
r 

e
u

d
ic

o
ts


